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104677 AA009764 

104711 M017245 

1D4731 AA019300 

104764 A1039243 

105005 AI29820B 

105036 AA1 30390 

105105 R61532 

105231 AW970043 

1D5239 AA221036 

105921 M421973 

105957 BE242857 

106052 N79885 

106119 AL359624 

106181 AS803651 

106194 AW976171 

106283 AI035846 

106379 AL042069 

106451 AW235928 

106491 AA1 35688 

106700 AA9QS434 

106782 AW0548B6 
106851 -AS45B623 

10B870 AS83730 

108892 AI347578 

106954 AF1 28847 

106991 AJ223811 

107103 A1446183 

107124 AB006532 

107148 A1005036 

107214 AF127026 

107242 AB020672 

107331 A1905985 

107351 U51704 

107423 W26652 

107447 W28516 

107451 AL042425 

107453 AID92790 

107459 W38002 

107683 N53167 

107711 W96141 

107754 AA017462 

107757 BE621721 

107S64 AA025060 

107872 BE271706 

107888 AA025836 

107997 AL049176 

108056 AA043675 

108081 M093668 

108113 AA012881 

10B236 AA059473 

108257 AA677927 

108335 AA070500 

108351 AA071193 

108362 NMJ06770 

106392 M075124 

10B441 AA079079 

108446 AA035383 

108497 M074S97 



Hs.1 581 01 Homo sapiens cDNA FLJ14673 fls, clone NT 
Hs.1 32463 phosphoinositWe-3-kinase, class 2, beta 
Hs.1 05201 ESTs 
Hs.1 90380 ESTs 
Hs.32794 ESTs 

Hs.1 25070 ESTs, Moderately similar to I54374 gene 
Hs.278585 ESTs 
Hs.26805 ESTs 

Hs.25549 hypothetical protein FLJ20B98 
Hs.87016 hypothetical protein FLJ22938 
hypothetical protein FLJ11090 
gb:zr03fl2.rl Slratagene NT2 neuronal pr 
ESTs, Weakly similar lo T25731 hypothetl 
hypothetical protein FLJ11159 
ESTs, Highly similar to T00391 hypothetl 
KIAA1 453 protein 
ESTs 

hypothetical protein FLJ22233 
KIAA1 806 protein 
DKFZP434N061 protein 
ESTs 

Homo sapiens, clone IMAGE:41397BS, mRNA, 
zinc finger protein 216 
Homo sapiens mRNA iorKlAA1863 protein, 
gb:tk04g09.x1 NCLCGAPJ.U24 Homo sapiens 
senim deprivation response (phosphatidyl 
hypothetical protein MGC2605 
indolelhylamine N-methyliransferase 
hypothetical protein 

ESTs, Highly similar to CYA5_HUMAN ADENY 
RecQ protein-like 4 



Hs.27021 
Hs.6382 
Hs.1 1387 
Hs.191608 
Hs.286194 
Hs.25522 
Hs.119021 
Hs.313182 
Hs.1 0083 
Hs.3776 
Hs.256B2 

Hs.26530 
Hs.124015 
Hs.20403B 
Hs.30127 
Hs.9572 
Hs.31442 
Hs.334305 
Hs.5394 
Hs.175411 
Hs.1 11 805 



myosin IA 



108662 AF1 17646 

10B7O6 AA121820 ' 

108738 AA126583 

108827 AI273692 

109123 AI028376 



ESTs 

Hs.323423 ESTs, Moderately similar to ALU8_HUMAN A 
Hs.6163 PTEN induced putative kinase 1 
Hs.19210 hypothetical protein MGC1130B 
Hs.283976 hypthetical protein PR02389 
Hs,334703 hypothetical protein FLJ14529 

Empirically selected from AFFX single pr 
Hs.47623 ESTs 
Hs.220687 ESTs 
Hs.269244 ESTs 

Hs.280792 hypothetical protein FLJ12387 similar to 
Hs.61246 ESTs 

Hs.95110 ESTs, Weakly similar to A55943 1-phospha 
Hs.191637 ESTs 
Hs.82223 chordin-tike 
Hs.62633 ESTs 

Hs.28578 musclebliad (Drosophila)-like 

Hs,72531 hypothetical protein FLJ11 83B 

Hs.66783 EST 

Hs.1 44269 ESTs 

gb:zm70h03.s1 Stratagene neuroepitheilum 
gb:zf79b12,s1 Soares_plneal_gland„rM3HPG 

Hs.67726 macrophage receptorwith collagenous str 
gb:zm86aQ1,s1 Stratagene ovarian cancer 
gb:zm97c09.s1 Stratagene colon HT29 (937 
gb:zn13g03.s1 Stratagene hNT neuron (937 
gb:zmB5a05,r1 Stratagene ovarian cancer 

Hs.49696 ESTs 

Hs.156637 Cas-Br-M (murine) ectroplc retroviral tr 
Hs.74569 KIAA0642 protein 
Hs.1 58725 ESTs 
Hs,110470 ESTs 
Hs.73232 ESTs 

101 



WO 02/059377 



PCT/US02/02242 



109389 AA101325 Hs.86154 hypothetical protein FU 12457 10 

109545 F01449 Hs.26954 Homo sapiens mRNA; cDNA DKFZp762G123 (fr 5 

109919 R40S04 Hs.129539 ESTs, Weakiy similar to MCAT_HUMAN MITOC 10 

110006 AI094674 Hs.30524 ring finger protein 24 10 

5 110141 H46749 Hs.31540 ESTs 10 

110354 W22165 Hs.22586 ESTs 5 

110433 AW294162 Hs.301062 UDP-N-acetyl-alpha-D-galactosamine:polyp 10 

110448 H51276 Hs.13526 hypothetical protoln FLJ12688 ■ 10 

110455 H52576 a,b:yt85eQ8.r1 Soares jAiealgland„N3HPG 5 

10 110540 H72639 Hs,167608 ESTs 5 

110553 H60593 Hs.124990 ESTs 10 

110976 AL0441 74 Hs.1 59526 patched (Drcsophila) homolog 10 

110987 AI753316 Hs.26034 ESTs 5 

111158 N66616 Hs.138629 H.sapiens mRNA forsubtelomerio repeats 5 

15 111168 AI798376 gb:fr34b07.x1 NCI_.CGAP„Ov23 Homo sapiens 10 

111187 AJ224864 Hs.9688 leukocyte membrane antigen 5 

111307 AA641636 Hs.37477 ESTs, Weakiy similar to T46908 hypotheti 5 

111400 R00144 Hs.1 89771 ESTs 10 

111498 A1168511 gb:ow90h09.s1 Soares_fetal_liver_spleen_ 10 

20 111651 R16733 Hs.20499 ESTs 10 

111738 R260B5 gb:yh39d03.s1 Scares placenta Nb2HP Homo 5 

111803 M593731 Hs.325823 ESTs,ModeratelysimllarfoALU5_HUMANA 10 

111995 R42333 Hs.302292 ESTs 10 

112071 AL117490 Hs.47225 Ras-asscciated protein Rap 1 10 

25 112204 NM_006S6a Hs.25121 cytochrome P450, subfamily 46 (cholester 10 

112258 R51889 Hs.24990 ESTs 5 

112490 R31094 Hs.24378 ESTs 10 

112588 R77302 gb:yi75h08.s1 Soares placenta Nb2HP Homo 10 

112654 BE616629 Hs.268809 ESTs 5 

30 112784 T98628 Hs.191290 ESTs 5 

112817 AI057205 Hs.14584 ESTs 5 

112885 AA581426 Hs.5021 EST 10 

112913 T16837 Hs.4241 ESTs 5 

113149 T51588 gb:yb27e06.s1 Stratagene fetal spleen (9 10 

35 113174 T54659 Hs.301755 Homo sapiens cDNA FLJ11465 fis, clone HE 5 

113203 AA743563 Hs.1 0305 ESTs 5 

113299 AW207424 Hs.332594 ESTs 10 

113367 N92359 Hs.14518 ESTs, Moderately similar to A48752 B-cei 10 

113457 R16763 Hs.268679 ESTs 5 

40 113563 AA913635 Hs.326413 Homo sapiens cDNA FLJ2Q81 2 fis, done AD 10 

113574 R06874 Hs,26B628 ESTs, Moderately similar to ALU 1_HUMAN A 5 

113776 A1791905 Hs.95549 hypothetical protein 10 

113790 AI244311 Hs.26912 ESTs 10 

113807 W07586 H5.B045 ESTs 3 

45 113958 W86195 gb:zh54e05.s1 SoaresJetalJiver_sp!een_ ■ 10 

114211 Z39319 Hs,27347 EST 10 

114254 AB01B263 Hs.180338 tumor necrosis factor receptor superfami 5 

114349 AA745978 Hs.28273 ESTs 5 

114449 AA02073E gb:ze63b11.s1 Soares retina N2b4HR Homo 5 

50 114484 AA034378 Hs.267319 endogenous retroviral protease 5 

114576 AA0S509B gb:zm50a02,s1 Stratagene fibroblast (937 5 

114624 AA081507 gb:zn05b10.r1 Stratagene hNT neuron (937 5 

114844 AA234826 Hs.87386 EST 5 

114906 AA234462 Hs.87350 ESTs 5 

55 115624 AK000725 Hs.50579 hypothetical protein FLJ20718 3 

115666 AF173081 Hs.1 78215 Vertebrate LIM7 homolog 1, Tax interacti 5 

115712 AB020649 Hs.74569 KIAA0B42 protein 5 

115889 AA39B841 Hs.39850 hypothetical protein FLJ20517 10 

115949 A1478427 Hs.43125 esophageal cancer related gene 4 protein 10 

60 116107 AL133916 Hs.172572 hypothetical protein FLJ20093 10 

116180 AA463902 Hs.13522 ESTs, Weakly similar to I38022 hypotheti 5 

116267 AW968703 Hs.30085 hypothetical protein FU231 86 5 

116291 AW410377 Hs.41502 hypolhefical protein FLJ21 276 5 

116527 AW1 94253 Hs.68607 ESTs 10 

65 116659 BE314852 Hs.168694 Homo sapiens tone 23763 unknown mRMA, p 5 

116708 F1052B Hs.70001 ESTs, Moderately similar to JC6169 nucle 5 

117058 AW801806 gb:lL5-UMQ070-11D400-062-g07 UM0070 Homo 5 
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117151 AIB03656 Hs.42373 ESTs 5 

117226 N20468 gb:yx39b1 0^1 Soares melanocyte 2NbHM Ho 10 

117323 AI472S63 Hs.43387 ESTs 5 

117571 N34417 Hs,44564 ESTs 3 

5 117624 N26627 Hs.82364 ESTs, Weakly similar to JC4124 pregnancy 5 

117673 M40551 Hs.184043 Homo sapiens Ets-1 binding protein (E1B) 10 

117847 N49285 Hs.182391 ESTs 10 

117877 AW263476 Hs.44268 myelin gene expression factor 2 10 

117919 BE222341 Hs.279472 ESTs 5 

10 118049 N53145 gb:yv55K)9.s1 Soares fetal liver spleen 3 

118413 AW955695 HS.HD960 ESTs 10 

118613 AI07B236 Hs.49688 ESTs 5 

118664 N70907 Hs.230619 EST 10 

118858 AL122040 Hs.1029B1 Homo sapiens mRNA; cDNA DKFZp434G1972 (f 3 

15 118902 AA993527 Hs.293907 hypothetical protein FLJ23403 5 

119039 AH 60570 Hs.252097 pregnancy specific beta-1 -glycoprotein 6 3 

119159 AF142419 Hs.15020 homolos of mouse quaking QKI (KH domain 5 

11S216 AA514422 Hs.221849 ESTs 5 

119317 AK0020Q1 Hs.51305 v-maf muscutoaponeurotic fibrosarcoma (a 10 

20 119366 T77892 gb:yd20IQ4.s1 Soares fetal liver spleen 5 

119378 T81824 Hs.90949 EST 5 

119528 W33051 Empirically selected from AFFX single pr 10 

119792 AL049798 Hs.80552 dermatopontin 3 

119800 AF086332 Hs:56314 ESTs 10 

25 119817 AF0B8061 Hs.159690 ESTs 5 

119835 AF086429 Hs.58429 ESTs 5 

119923 AW803308 Hs.62954 ferritin, heavy'polypeptide 1 5 

119961 U34249 Hs.337461 Human putative zinc finger protein (ZNFB 5 

120379 AL042725 gb:DKFZ P 434B1822_M 434 (synonym: htes3) 10 

30 120931 AW136934 Hs,97162 ESTs 5 

121037 AA907743 Hs.142373 ESTs 5 

121282 AA401695 Hs.97334 ESTs 5 

121382 AA405763 Hs.111939 Homo sapiens cDNA FLJ20470 (is, clone KA 5 

121764 AM21452 Hs.164851 ESTs, Weakly similar to KIAA0926 protein 5 

35 122034 AK000229 Hs.98017 Homo sapiens cDNA FLJ20222 fls, clone CO 10 

122441 AA447555 Hs.99116 EST 10 

122756 AA45B945 Hs.95898 ESTs 10 

122771 AW135093 Hs.97282 ESTs, Highly similar to G100„HUMAN 110 K 5 

123601 AA609122 Hs.112645 Homo sapiens rnRNA; cDNA DKFZ P 434D2472 (f 5 

40 123623 AI024595 H3.97508 a disintegrin and metalioproteinase doma 5 

123941 AA621529 gb:af47a02.s1 Soares_totalJetU5jib2HF8„ 10 

124215 H62570 gb:yr44a01.r1 Soares fetal liver spleen 5 

124276 H83465 gb:ys91a11.s1 Soares retina N2b5HR Homo 5 

124680 AK001527 Hs.163953 hypothetical protein FU 10665 5 

45 125099 NMJ14312 Hs. 11 2377 cortical thymocyte receptor (X.laevis 10 

125121 T98199 h!s.48403 hypothe-Jcal protein FLJ10847 10 

125188 BE299567 Hs.271749 ESTs, Moderately similar to ALU8_HUMAN A 5 

125284 NMJD2666 Hs.103253 perilipin 10 

125906 BE256206 Hs.17775 p75NTR-associaled cell death executor; o 5 

50 128484 AA485421 Hs.270503 ESTs, Weakly similar to ALU7_HUMAN ALUS 10 

128511 NMJ502250 Hs.10082 potassium intermediatetemall conductance 10 

128538 R44214 Hs.101189 ESTs 5 

128606 C16161 Hs,283040 hypothetical protein PR02543 5 

128850 AA193106 Hs,180817 chromosome 11 open reading frame 23 10 

55 128870 H39537 Hs.75309 eukaryotic translation elongation factor 10 

128903 AW1E0717 Hs.296176 STAT induced STAT Inhibitor 3 10 

128931 N62889 Hs.107242 Homo sapiens cDNA FU 12965 fls, clone NT 10 

129001 AA443323 Hs.107812 BPOZ protein 5 

129091 AA056483 Hs.301463 Human Chromosome 16 BAC clone CIT987SK-A 5 

60 129101 NMJ13403 Hs.108665 zinedin 10 

129146 AL117472 Hs.106924 SH3-doma!n protein 5 (ponsin) 5 

129213 AI146494 Hs.109525 ESTs, Weakly similar to 1RX2 HUMAN IROQU 3 

12S228 1)40714 Hs,239307 tyrosyl-tRNA synthetase 5 

129265 AA530892 Hs.171695 dual spedSclly phosphatase 1 5 

65 129285 8E817015 Hs.11005 ESTs, Moderately similar to T17372 plasm 10 

129346 AF110141 Hs.288908 WAS protein family, member 2 10 

129368 NM.003877 Hs.1 10776 STAT induced STAT inhlbltof-2 5 
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129371 X06828 Hs.1108G2 von Willebrand factor 5 

129381 AW245805 Hs.110903 claudin 5 (transmembrane protein deleted 10 

129440 W37944 Hs.4007 Sarcolammal-associated protein 5 

129441 BEOS1069 Hs.301943 KIAA0467 protein 10 
5 129516 AF020038 Hs,11223 isocltrate dehydrogenase 1 (NADP+), solu 10 

129554 BE222078 Hs.113069 ESTs 10 

129684 BE622468 Hs.11924 ESTs, Weakly similar to I38022 hypotheti 5 

129702 AI304966 Hs.12035 ESTs, Weakly similar to I38022 hypotheti 5 

129778 AK001676 Hs.12457 hypothetical protein FLJ10B14 10 

10 129893 AK000956 Hs.13209 hypothetical protein RJ10094 5 

129928 AI338993 Hs,1 34535 ESTs 5 

129973 AJ251760 Hs.273385 guanine nucleotide binding protein {G pr 5 

129977 NMJ0Q399 Hs.1395 eariy growth response 2 (Krox-20 (Drosop 5 

130014 NMJ01158 Hs.143102 amine oxidase, copper containing 2 (reti 5 

15 130085 M62402 Hs.274313 Insulin-like growth factor binding prote 10 

130089 AA45200B Hs.333199 ESTs 5 

130162 WB0711 Hs.319946 Homo sapiens mRNA for KIAA1727 protein, 5 

130243 068435 Hs.153227 cyclin G associated kinase 10 

130315 AI241034 Hs.154353 nonselect've sodium potassium/proton exc 5 

20 130339 AA435746 gb;rt79e03.s1 SoaresJestis_NHT Homo sap 5 

130400 V00517 Hs,283108 hemoglobin, gamma G 10 

130436 NMJ01928 Hs,155597 D component of complement (adlpsin) 10 

130478 X72308 Hs,251526 small inducible cytokine A7 (monocyte ch 5 

130480 BE222978 Hs.15760 MYG1 protein 10 

25 130494 AW390834 Hs.75874 pregnancy-associated plasma protein A 5 

130563 BE270472 Hs.279900 HSPCOlo protein 10 

130589 AL110226 Hs,16441 DKFZP434H204 protein 10 

130606 AI652143 Hs.28B382 hypothetical protein FU13111 5 

130634 AI769067 Hs.127824 ESTs, Weakly similar to T2B770 hypotheti 3 

30 130683 AA993269 Hs.17872 Homo sapiens, clone IMAGE:3875012, mRNA 10 

130B89 NM_006691 Hs.17917 extracellular link domain-containing 1 10 

130716 AA232075 Hs.18259 XPA binding protein 1; putative ATP(GTP) 5 

130718 AF263462 Hs.18376 KIAA131 9 protein 10 

130722 N41 322 Hs.18441 ESTs 5 

35 130798 M31349 Hs,1955 serum anwloid A4, constitutive 10 

130840 BE048B21 Hs,20144 small inducible cytokine subfamily A (Cy 10 

131184 AB040935 Hs.23954 cerebral cell adhesion molecule 10 

131261 AA360419 Hs.171776 inositol[myo)-1(or4)-monophosphatase 1 10 

131282 X03350 Hs,4 alcohol dehydrogenase 1B (class!), beta 10 

40 131328 AW939251 Hs,25647 v-fos FBJ murine osteosarcoma viral onco 10 

131340 AK000393 Hs.25817 BTB (POZ) domain containing 2 5 

131341 AF11090B Hs.297660 TNF receptor-associated factor 3 5 
131406 H83294 Hs.284122 Wnt inhibitory factor-1 5 
131489 BE394648 Hs.27414 hypothetical protein 5 

45 131543 AW9668B1 Hs.41639 programmed cell death 2 10 

131692 BE559681 Hs.30736 KIAA0124 protein 5 

131753 AA829286. Hs.332053 serum amytoid A1 10 

131756 AA443966 Rs.315,95 ESTs 10 

131785 H69342 Hs.26320 TRABID protein 10 

50 131815 AA021258 Hs.32753 ESTs 5 

131819 BE244961 Hs.173103 FE65-LIKE2 5 

131828 AJ000263 Hs,27865B keratin, hair, basic, 6 {monilethrix) 10 

13188B AW294659 Hs.34054 Homo sapiens cDNA: FLJ22488 lis, clone H 5 

131927 AJ003112 Hs.34760 doublecortex; lissencephaly, K-linked (d 5 

55 131949 AK000010 Hs.258798 hypothetical protein FLJ20003 10 

132115 HB1604 Hs.178471 KIAA0798 gene product 5 

132177 X80818 Hs.178076 glutamale receptor, metabotropic 4 5 

132296 AA467752 Hs.195161 ESTs 5 

132426 AW1 18072 Hs.89981 diacylglycerol kinase, zeta (104kD) 10 

60 132477 S68874 Hs.170917 prostaglandin E receptor 3 (subtype EP3) 5 

132675 AI291496 Hs,5476 Homo sapiens, clone 1MAGE:35301 23, mRNA, 10 

132796 NMJ06263 Hs.173159 transforming, acidic coiled-coil contain 10 

132898 W28548 Hs.224829 ESTs 10 

132905 NM_004235 Hs.7934 Kruppel-like factor 4 (gut) 10 

65 132953 BE175645 Hs.321264 LBP protein 32 5 

133116 BE56396S Hs,6529 ESTs, Weakly similar to 178885 serine/ih 5 

133120 NM_003278 Hs.65424 tetranectin (plasminogen-binding protein 10 
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133139 AF05213S Hs.6580 Homo sapiens cDNA: FU23227 fls, clone C 5 

133163 AA668224 Hs.S634 Homo sapiens cDNA: FU22547 fis, clone H 5 

133268 AW956781 Hs.293937 ESTs, Weakly similar to FXD2_HUMAN FORKH 5 

133272 NM_002776 Hs.69423 kallikrein 10 (KLK10)(PRSSL1)(nes1) 5 

5 133379 M207059 gb;zq80h09.s1 Stratagene hNT neuron (937 5 

133407 AF017987 Hs.7306 secreted frizzted-related protein 1 5 

133552 H21497 Hs.7471 BBP-like protein 1 5 

133702 L02321 Hs.75652 glutathione S-transferase M5 5 

133719 H26S04 Hs.75736 apolipoproteln 0 5 

10 133731 N71725 Hs.272572 hemoglobin, alpha 2 10 

133789 T8562S Hs.76239 hypothetical protein FLJ20608 5 

134007 AF072441 Hs.7840 calcineurin binding protein 1 10 

134055 086062 Hs.182423 ES1 (zebrafeh) protein, human homolog o 10 

134111 A1372588 Hs.8022 TU3AproteIn 10 

15 134117 AA081846 Hs.7921 Homo sapiens mRNA; cDNA DKFZp566E1 83 (fr 10 

134177 BE243319 Hs.79672 KIAA0852 gene product 5 

134308 AW9Q5827 Hs.81454 kefohexokinase (foictokinase) 10 

134361 BE549343 HS.8220B acyl-Coenzyme A dehydrogenase, very long 5 

134369 AF207664 Hs.8230 adisintegrin-likeandmetalloprotease{ 5 

20 134449 L34155 Hs.83450 lamlnin, alpha 3 {nicein {1501(D), kaiini 5 

134467 AI190413 Hs.8373 ESTs 10 

134496 M64936 g b:Homo sapiens retlnoic acid-inducible 10 

134510 NMJXI2757 Hs.250870 mltogen-activated protein kinase kinase 10 

134550 M26315 Hs,85258 CDS antigen, alpha polypeptide (p32) 10 

25 134577 BE244323 Hs,B5951 exportin, tRNA (nuclear export receptor 5 

134591 U73394 Hs.168085 killer cell immunoglobulln-like receptor 5 

134678 AL0085B3 Hs,1 82595 dynein, axonemal, light polypeptide 4 5 

134728 D1G216 Hs.B9394 POU domain, class 1,transcnptionfecto 5 

134758 NM_000078 Hs.89538 cholesteryl ester transfer protein, plas 10 

30 134786 T29S18 Hs.B9640 TEK tyrosine kinase, endothelial {venous 10 

134912 T87521 Hs.261457 ESTs 5 

134963 NMJ03394 Hs.91985 wingless-type MMTV integration site fami 10 

134369 H22570 Hs.172572 hypothetical protein FU20093 5 

135001 AA302517 Hs.92732 K1AA1 444 protein 5 

35 135086. X04430 Hs.93913 Inierleukin 6 (interferon, beta 2) 10 

135173 AL036557 Hs.95910 putative lymphocyte G0/G1 switch gene 10 

135197 U76456 Hs.1 90787 tissue inhibitor of metalloproteinase 4 5 

135219 AB002361 Hs.96633 KIAA0363 protsin 5 

135250 U83171 Hs.97203 small Inducible cytokino subfamily A {Cy 5 

40 135304 AA416829 Hs.191597 ESTs 5 

135337 AA905406 Hs.9905 ESTs, Weakly similar to unnamed protein 3 

135417 X55019 Hs.99975 cholinergic receptor, nicotinic, delta p 10 

101367 X03350 Hs.4 alcohol dehydrogenase 1B (class I), beta 5 • 

128870 H39537 Hs.75309 eukaryotio translation elongation factor 5 

45 129381 AW245805 Hs.110903 claudin 5 (transmembrane protein deleted 5 

130085 M62402 Hs.274313 insulin-like growth factor binding prate 5 

130689 NM.O05691 Hs.17917 extracellular link domain-containing 1 10 

133120 NMJ03278 Hs.65424 tetranectin (plasminogen-binding protein 3 

133407 AF017987 Hs.7306 secreted frizzed-related protein 1 5 

50 133731 N71725 Hs.272572 hemoglobin, alpha 2 5 

134369 AF207664 Hs.8230 a disinfegrin-l&e and metalloprotease ( 5 

135066 X04430 Hs.93913 Interleukln 6 (interferon, beta 2) - 10 

135173 AL036557 Hs.95910 putative lymphocyte G0/G1 switch gene 5 

322580 AK001852 Hs.274151 llgatln 5 

5 5 408790 AW580227 Hs.47860 neurotrophic tyrosine kinase, receptor, type 2 10 

418043 AW377752 Hs,83341 AXL receptortyrosine kinase 5 

427458 BE208364 Hs.29283 ESTs, Weakly similar to LKHU proteoglycan link 5 

446674 M583892 Hs.306000 solute carrier family 4 (anion exchanger), memb 10 

449826 U85642 Hs.138506 ESTs 1 5 

60 RC_H15814_s Human apM1 mRNA for GS3109 (novel adipose specific collagen 10 

YEL024w/RIP1 EST - YEL024w/RIP1 3 
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TABLE 1A 

Table 1 A shows the accession numbers for those plceys lacking unigenelD's for Table 1 . 
For each probeset, we have listed the gene cluster number from which the oligonucleotides 
were designed. Gene clusters were compiled using sequences derived from Genbank ESTs 
and mRNAs. These sequences were clustered based on sequence similarity using Clustering 
and Alignment Tools (DoubleTwist, Oakland California). The Genbank accession numbers 
for sequences comprising each cluster are listed in the "Accession" column. 

Ptey: Unique Eos probeset Identifier number 

CAT number Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accessions 

108446 112224J AA0B53S3 AA126091 AA074174 AA075373 M079120 AA070831 MQ75978 AAD75372 AA123503 
20 108497 110079_2 AA074897 M113914 AA064871 AA079329 M071309 AA084710 AA129030 AA075042 AAQ74794 M071453 AA078803 
M148628 AA122204 AA074159 AA126185 AA0791 17 AA127089 AA070912 AA079280 AA131372 AA078833 AA071087 
M076131 AA071047 AA079401 M063070 M1 02076 AA1 151 63 AA074198 AA134725 AA113889 AA121103 AA075041 
AA0651 48 AA071 310 AA1 01 144 AA07S659 M07893 1 AA079209 M070928 AA068994 AA06981 7 M076187 AA069053 
AA1314B9 AA071306 AA063317 AA070156 M071430 AA076056 M075BB4 AA070053 AA126283 M126078 AA075895 
25 AA079208 M074583AA071086 AA079623 AA070627 AA07B802 M075622 AA065051 AA079143 M071110 AA079434 

M148748 AA07923Q AAOB5188 AA0744B5 AA070580 AA076151 M08316B AA0851 18 AA079450 AA085044 AA120938 
AA079200 AA100138 AA081472 AA122355 M129031 AAD85362 AA0S9220 AA070940 AA075968 AA074563 AA084027 
AA1 15929 

124215 1597154J H62570H59Q63 
30 117058 1219924J AW801B06 H90434 BE086530 
110455 4S874J H52576 AF085971 H52172 

111168 3B585J AI798376 S46400 AW811617 AW81 16.16 W00557 BE142245 AW858232 AW861851 AW858362 AA232351 M218567 
AA05555S AW858231 AW857541 AW814172 HB6214 AW81439B AF134164 AA243093 M173345 AA199942 M2233B4 
AA227092 AA227080 T12379 AA092174 TB1139 AA149776 AAB9982S AW879188 AW8135B7 AWB13538 AI267168 
35 AA157718 AA157719 AA100472 AA100774 AA130756 AA157705 AA157730 AA157715 AA053524 AW849581 AW854566 

C05254 AWB82836 T92637 AWB12621 AA206583 AA209204 BE156909 AA226824 AI829309 AW991957 N66951 AA527374 
H66215 M0455B4 AIB94265 H60808 M149726 AW1 95620 BE081333 BE073424 AW817662 AW817705 AW817703 
AW817659 BE081531 H59570 

111498 411008J AI168511 AI022712 AA700366 R07371 R07324 
40 104340 46289 10 AA4261B9 F152G1 

103747 117944 1 AA081995 AA101D99 

134496 46501J M64936 AI025512 AI382987 BE0B1777 AA089966 BE169930 T41 176 AW594624 BE502415 AA121893 AI269283 T4031 1 
AI684569AA257011 

AI079277 AI241318 BE327710 AW975215AW89S263 AA8B4990 BE327514 
45 103750 118365J AA126129 AA126033AA082561 

105239 34624J AA221036 R87170 BE5370BB BE544757 C18935 AW812058 T92565 AA227415 AA233942 M223237 AA668403 AA601627 
AW869639 BE061833 BE000620 AW961 170 AW847519 AA308542 AW821833 AW945688 C04699 M205504 AA377241 
AW321667 AA055720 AW817981 AW8564S8 M155719 M179928 T03037 AW754298 AA227407 AA113928 AA307904 
C16869 

50 120379 34624J3 AL042725BE063316AW975610 M457591 BE062092AI655202 M71429S A12B7264 AI075321 AA223286 M071122 
AA227849 AA216700 AK98002 M101667 M099426 AA135997 AL041698 T02815 T51824 AA207189 T59230T5186B 
AA663341 BE1 65757 AW818104 AW39288B M584918 AA099408 AW856396 AW861859 M053045 
114624 1116B5J AA081507 AA07QQ71 AA070B40 AA084362 
1 06851 322947 J AI458623 AA639708 AA485409 R220B5 M4B5570 
55 108392 113549J AA075124 AA07520B 
100545 22955J1 M55405 AW752552 

100S54 tigr_HT2959 A03758 A06977 A15293 D17029 D17107 D17171 L00132 L00133 M12523 M13075 M13076 M92B16 U22961 VQ0494 V00495 



10H702 Sigr_HT3413 L27065 

60 10220B 6735J U22961 AA203623 AA503337 AI174733 AI192802 C06092 M035357 AI190619 AI199244 A1B28450 M6Q2296 AI373195 
A1209170 AI186663 AI127795 AI183846 H77389 AI589465 AA629390 H94306 AI0183B8 R685B4 M027196 AI745413 
AI6B5092 AI093426 AI623873 AI074570 N50096 M047486 N25060 AA327614 AI042512 AI383957 AA156873 AI333101 
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N70806 AI141254 AI3B3191 AI401237 AI0B0709 AI093400 W84549 T908Q6 R00012 W01413 AA630557 AI378348 AI559265 
AA877103 W84464 AA62S146 R68379 AI133207 A1132980 AI133214 AI064S2S AI061615 AM33473 AI174B52 AI133404 
AI133272 V0O494 M12S23 M1 2523 AI207526 AI1331 20 AI0B4B02 AI174993 AI1 14729 AI061645 AI064716 AI064959 H77388 
T8570B AF07529B AH 10799 D17107 NMJJ00477 AF19Q16B R50724 AI248416 AI207432 AI133684 AI133345 AI174710 
. AI133290 AH33304 AJ17494B AI207484 AH 10717 AF074B24 AI114515 AFQ6351 6 AM 10642 AI1 14559 AH 14498 A1114759 
AI207568 AI064960 A1174753 AH 14566 R69184 RQQQ1 1 AI064997 T60501 AI207701 T71 735 AA38531 8 H73569 T60496 
H94399 AI133158 T74675 AA484750 T73413 T55909 R50261 T72061 N80S33 T51189 T74936 A1207490 AI132925 A1064701 
AI174748 AM14663 AI133104 AI132999 AI133100 AW6492S AIQ64979 AI133063 AA343347 T69091 AA233969 T39772 
AI444620T52290 016931 T40012 T48403 T5B926 T69195 AI133061 T50850 AI400677 AI091 1 36 AA334608 T5741 1 Z20979 
N56507T87485 AI133622 AA343370 T40075T69671 T53849 T74B20 AF075316 AH10B18 T40121 T57381 A1114468 
AA33272B T51362 AH 14589 R06691 AH 10B29 AF063503 AI140543 AA33466 1 AA332720 AA343262 T73513 T86549 
AI114840 T57284 T39981 T61407 T72757 T51749 T56630 AA3431 25 T721 26 R94135 T83028 T39972 T39896 AI174786 
AI132926 R09237 AI064838 AI133660 T60398T88753 T55930 T92126 A1444602 T80996 AH 14792 H9391 1 AH33106 
R10779 A10B5020 TS0925 T50B89 D17029 AH33703 AA333805 AI133040 AI133017 AI064857 AH 10730 AF074637 AI207567 
H71080 T73217 AA343950 AH74743 AA334224 AA334281 R06692 T64739 T40163 T60628 T81661 T73179 R01842 
AA501730 T39931 T39562 T40136 AA334904 T71425 H77784 R00874 AS065049 TB4512 T55918 A1207595 T39951 
AA005016 T60361 T69176 T73356 T58795 T61 233 T39955 T60612 Al 1 1 4676 AI064778 AAD3571 0 W52763 All 1 4786 
T83564 AA341859 T81684 T55769 AH 14710 T51776 AA343213 AI1 14714 T58102AI1 10809 R28984 AI174854 AA305675 
AA343592T53836T46869 T64721 T55508 W05241 T54019 T57945 T60513 T43364 AF075308 W86731 TB2851 T48269 
H54053 T7321 1 Al 1 14590 T48317 T559B5 T74857 R84226 T56552 T52231 T74946 T76976 R02576 T95666 AI203974 
AI1B9471 AA005147 AI478102 AI207662 AH92792 AI7S8421 AI064737 AW05 1 7 13 AA936693 Al 1331 17 AI766232 AI913646 
T839B2 AI0651 1 2 A1207689 AI174B84 AI207702 T81475 AH33325 AI032512 AA701 169 A1936354 AI1 14720 AI433289 
AA046980 AI823482 All 14536 AA860651 AW242644 R07489 AW300438 AI13341 6 AW271670 A1991363 T78943 AI823481 
AAB45518 AA719124 AA883454 T68850 T69115 AI935509 A1150977 T62890T71374 T6B294 AI174774 T67411 T68318 
AI064689 T56624 T6901 0 T68982 T68302 AI332B29 T72908 AI0S481 9 AI205830 T62895 T69430 T9511 1 AA025050 T73330 
W52657 T71984 T6911B W926B4 AI114860T62093 T61797 AI522333 T73322 H929B1 T56018 T61811 T57232 AI33615B 
T61821 T69457 T62900 TB2912 T72917 T46B85 AI702448 T57212 T57203 R94581 T7131 1 T61 819 T89358 T6770B T70918 
T59166 AI187111 T64308T62071 T69427 AH14750 T60430 R09734 T69033T69141 T69453 T67908 R16809 T69394 
AI207729 T55839 T90273 T73339 AW194909 T75486 T71850 T71305 T71287 T53877 T73452 T6B852 N75290 AI312890 
T67751 A1174983 T51679 T54851 H69880 N73734 AA443453 T73466 H69672 N53869 T68447 D11809 D12412 T64300 
T2B321 T55864 

123941 genbank AA621529 AA621529 

118049 genbank_N53145 N53145 

102800 14782^20 AA313538U88895U88902 

10410S AA422123J atAA422123_i 

111738 genbank_R26065 R26085 

113149 genbank_T51588 T515B8 

113958 genbank_W86195 W86195 

108335 gcnbankJW)70500 AAO70500 

108351 genbank_AA071193 AA071193 

108441 genbank_AA079079 AA079079 

124276 genbank_H83465 H83465 

101447 entrez M21305 M21305 

117226 genbank_N2046B N20468 

133379 genbank_AA207059 AA2D7059.AA207241 

119366 genbank_T77892 T77892 

119528 MOT_FOUWD_er5tr6<LW38051 W38051 

112588 genbank_R77302 R77302 

114449 genbankjW)20736 AA020736 

114576 genbank_AA065096 AA065096 

107459 W3B002_s„at W3B002js 

130339 genban!U\A435746 AA435746 
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TABLE 2: Figure 2 from BRCA 001 US 



5 Table 2 shows genes downregulated in tumor tissue compared to normal breast tissue. 



Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

10 UnigenelD: Unlgene number 

Unlgene Title: Unlgene gene title 

R1: Ratio of normal breast tissue to tumor 



15 Pkey ExAccn UnigenelD Unrgene Tittle R1 

100499 T519B6 Hs.283108 hemoglobin, gamma G 10 

100549 BE142G19 Hs.222056 HcmosaplenscDNAFLJ11572fis,cloneHE 10 

100654 A03758 NfvL000477*:Homo sapiens albumin (ALB), m 10 

20 100971 BE379727 Hs.83213 fatty acid binding protein 4, adipocyte 10 

101184 NM_001674 Hs.460 activating transcription factor 3 10 

101336 NMJ06732 Hs.75678 FBJ murine osteosarcoma viral oncogene h 10 

101367 X03350 Hs.4 alcohol dehydrogenase 1B (class I), beta 10 

101447 M21305 gbiHuman alpha satellite and satellite 3 10 

25 101461 N98569 Hs.76422 phosphoiipase A2, group IIA (platelets, 10 

101511 M27826 Hs.267319 endogenous retroviral protease 10 

101736 M74447 Hs.502 transporter 2, ATP-binding cassette, sub-famil 10 

102208 U22961 gb:Human mRNA clone with similarity to L 10 

102450 U48251 Hs.75871 protein kinase C anding protein 1 10 

30 102800 M31353B gb:EST18541 9 Colon carcinoma (HCC) cell 10 

102857 NMJ)06744 Hs76461 retinol-blnding protein 4, interstitial 10 

102990 AA829285 Hs.332053 serum amyloid A1 10 

103747 AA081995 gb:zn26dOS.ii Stratagene neuroepithelium 10 

103812 AA137107 Hs.328391 Homo sapiens, clone MGC:1663B, mRNA, corn 10 

35 104093 R50727 Hs.336970 ESTs 10 

104109 AL353957 Hs.284161 hypothetical protein DKF2p434P0531 10 

104250 F06638 Hs.12440 Homo sapiens clone 24734 mRNA sequence 10 

104492 N73185 Hs,94285 EST 10 

104506 N91071 Hs.109650 ESTs 10 

40 104532 AI498763 Hs.203013 hypothetical protein FLJ12748 10 

104677 AA009764 Hs.190380 ESTs 10 

104711 AA017245 Hs.32794 ESTs 10 

104731 AA019300 Hs.125070 ESTs, Moderately similar to I54374 gene 10 

105005 AI29B208 Hs.28805 ESTs 10 

45 105036 AA13039O Hs.25549 hypothetical protein FLJ20898 10 

105239 AA221036 gb:z/03f12.r1 Stratagene NT2 neuronal pr 10 

106052 N7S885 Hs.6382 ESTs, Highly similar to T00391 hypotheti 10 

106181 AI803651 Hs.191606 ESTs 10 

106283 AI085846 Hs,25522 KIAA1808 protein 10 

50 106379 AL042069 Hs.119021 DKFZP434N061 protein 10 

10E451 AW235928 Hs.313182 ESTs 10 

105491 AA135688 Hs.10083 Homo sapiens, clone IMAGE:4 139786, mRNA, 10 

106782 AW054886 Hs.25682 Homo sapiens mRNA for KIAA1863 protein, 10 

107124 AB006532 Hs,31442 RecQ protein-like 4 10 

55 107148 AI005036 Hs.334305 GS1999MI 10 

107214 AF127026 Hs.5394 myosin IA 10 

107242 AB020672 Hs,175411 KIAA0B65 protein 10 

107331 AI905985 Hs.111805 ESTs 10 

107447 W28516 Hs.19210 hypothetical protein MGC1 1308 10 

60 107451 AL042425 Hs.2S3976 hypthetical protein PR02389 10 

107872 BE271708 Hs.95110 ESTs, Weakly similar to A55943 1-phOspha 10 

108351 AA071193 gb:z/79b12.s1 Soares_plnsaljland_N3HPG 10 

109546 F01449 Hs.26954 Homo sapiens mRNA; cDN A DKFZp762G 123 (fr 10 

110433 AW294162 Hs.301062 UDP-N-acetyl-alpha-D-galactosamine:polyp 10 

65 110976 AL044174 Hs.159526 patched (Drosophlia) homolog 5 
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iii iDo Ai/yoo/o 




gb;tr34bQ7.x1 NCI„CGAP_Ov23 Homo sapiens 




111651 R16733 


ns,2u4yy 




in 


111 B03 AA593731 




cSTs, Moderately similar to Al_U5__HUMAN A 


in 


114484 AAQ34378 




endogenous retroviral protease 


in 


itOfiO^ INlVLuUigoo 


Hs, 103253 


periilpin 




128850 AA19310B 


Hs.18Q817 


chromosome 1 1 open reading frame 23 




128903 AW150717 


Hs .296 176 


STAT induced STAT inhibitor 3 


10 


129346 AF110141 


Hs 288908 


WAS protein family, member2 






l4o Hnam 


claudin 5 (transmembrane protein deleted 




129516 AF02003S 




isociirate dehydrogenase 1 (NADP*-), solu 




129554 EE222078 






in 


130085 MB2402 


Hs.274313 


insulin-like growlh factor binding prole 




130243 D88435 




cyciin G associated kinase 


in 


130400 V00517 


Hs.283106 


hemoglobin, gamma G 






Hs*155597 


D component of complement (adipsin) 


in 


13Q563 BE270472 


Hs.2799D0 


HSPC015 protein 




130589 AL1 10226 


Hs, 16441 


DKFZP434H204 protein 


in 


130683 AA993269 


Hs 17872 


Homo sapiens, done 1MAGEI3875012, mRNA 


IP 


130689 NM^006691 






10 


130689 AA046747 


[] Izil 


extracellular link domain-containing 1 




ijuno iwuiyo 


Hs. 18376 


KIAA1319 protein 


in 


13079B M81349 






in 


13D84D BE048821 


Hs 20144 


small inducible cytokine subfamily A (Cy 








cerebral cell adhesion molecule 




131 282 X0335D 




alcohol dehydrogenase 1B {class I), beta 


in 


131326 AW939251 


Hs. 25647 




10 


131543 AW968881 


Hs 41639 


programmed cell death 2 




131753 AA829286 


ns.oJZuf>J 


serum amyloid A1 




131785 H69342 


Hs.26320 


TRABID protein 


in 




Hs. 278658 


keratin, hair, basic, 6 (monilethrix) 




132426 AW1 18072 


Hs.89981 


diacylglycerol kinase, zeta (104kD) 


10 


132675 AI291496 




Horno sapiens, clone IMAGE'3530123, mRNA, 




1 32693 W28548 


Hs 224829 


!/ STS n 


in 


132905 NIVL004235 




muppel-like factor 4 (gut) 


10 


133120 NM_003278 


Hs.65424 


tetranectin (plasm in cgen-binding i protein 


-p 


133407 AF0179B7 


Hs.7306 




in 


133719 H26904 


Hs.75736 


ap^^roteTnD 




134007 AF072441 


Hs.7840 


calcineurin binding protein 1 


10 


134055 D86062 


Hs.1 82423 


ES1 (zebrafish) protein, human homolog o 


10 


134111 AI372588 


Hs.8022 


TU3A protein 


5 


134117 AA081846 


Hs.7921 


Homo sapiens mRNA; cDNA DKFZp566E183 (fr 


5 


134177 BE243319 


Hs.79672 


KIAA0652gene product 


10 


1343B9 AF207664 
134496 M64936 


Hs.8230 


a dlslntegrirt-li.ke and metalloprotease { 
gbiHomo sapiens refinolc aciri-inducible 


10 
10 


134510 NNL0D2757 


Hs.250870 


mitogen-activated protein kinase kinase 


10 


134550 M26315 


Hs.85258 


CD8 antigen, alpha polypeptide (p32) 


5 


134758 NMJQ0078 


Hs.69538 


cholesieryl ester transfer protein, plas 


5 


134963 NMJ03394 


Hs.91985 


wingless-type MMTV integration site fami 


10 


135066 X04430 


Hs.93913 


interleukin6 (interferon, beta 2) 


10 


40879D AW580227 


Hs.47860 


solute carrier family 4 (anion exchanger), memb 


10 


446674 AA563892 


Hs.3OBO00 


10 
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TABLE 2A 

Table 2A shows the accession numbers for those pkeys lacking unigenelD's for Table 2. 
For each probeset, we have listed the gene cluster number from which the oligonucleotides 
were designed. Gene clusters were compiled using sequences derived from Genbank ESTs 
and mRNAs. These sequences were clustered based on sequence similarity using Clustering 
and Alignment Tools (DoubleTwist, Oakland California). The Genbank accession numbers 
for sequences comprising each cluster are listed in the "Accession" column. 

Pkey: Unique Eos probeset Identifier number 

CAT number: Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT number Accessions 

111 168 385B5J AI798376 S464C0 AW811617 AW81161B W00557 BE142245 AW858232 AWB51851 AW658362 M232351 AA218567 
AA055556AW858231 AW857541AW814172H6S214AW814398AF134164M243093M173345AA199942AA2233B4 
AA227092 AA227080 T12379 AA092174 T61139 M149776 AA699829 AW879188 AW813567 AW813538 AI267168 AA157718 ' 
AA157719 AA1Q0472 M100774 M130756 M157705 M157730 M157715 AA053524 AW8495B1 AW854566 C05254 
AW88263S T92637 AW812621 AA206583 AA2092Q4 BE156909 AA226824 A!829309 AW991957 N66951 AA527374 H68215 
AA045564 AI694265 H60808 M149726 AW195S20 BE081333 BE073424 AW81 7662 AW817705 AW817703 AWB1 7659 



25 103747 117944J AA081995AA101099 

13449S 46501J M64936 AI025512 AI382987 BE061777 AA0899S6 BE169930 T41 176 AW594624 BE502415 AA121893 AS69283 T4031 1 

AI684569 M257011 AI079277 AI241318 BE327710 AW97521S AW89626S AAB84990 BE327S14 
105239 34624J AA221036 R87170 BE537068 BE544757 C18935 AW812058 T92565 AA227415 AA233942 AA223237 AA668403 AA601627 
AW869639 BE031833 BE0C0620 AW9S1170 AW847519 AA308542 AW821833 AW945568 C04699 AA205504 AA377241 
30 AW621667 AAD55720 AW817981 AWB564B8 AA1S5719 AA 1 79928 T03007 AW75429B AA227407 AA113928 M307904 

100654 tigr_HT2969 A03758 A06977 A15293 D17029 D17107 D17171 L00132 L00133 M12523 M13075 M1307B M92B16 U22961 V00494 V00495 
X51363 X51364 X51365 

102208 B735_9 U22961 AA203623 AA503337 AI174733 AI192302 C06092 AA035357 AH 9081 9 AI199244 AI828450 AA602296 AI378195 

35 AI209170 AI1866S3 AH 27795 A11B3B46 H773&9 A15B9465 AA629390 H94306 AI0183BB R68584 AAC527196 A174S413 • 

AI685092 AI093426 A1623873 A1074570 N50096 AA047486 N25060 AA327614 AI042512 AI383957 M156873 A1333101 
N70806 AI141254 AI383191 AI401237 AI080709 AI093400 W84549 T90806 R00012 W01413 AA630557 AI378348 AI559265 
AA877103 W844B4 AA625146 RB8379 AH 33207 AH 32980 A1133214 AI064826 A1061615 AI133473 AI174852 AH33404 
AM33272V00494M12523M12523A!207526AI133120Al064802AI1749g3AH14729AI061645Ai064716Al064959H77388 

40 T85706 AF075298 AH 10799 D17107 NM.000477 AF190168 R50724 AI248416 AI207432 AI1336B4 AI133345 AI174710 

AI133290 A1133304 AI174948 AI207484 AI1 1 0717 AF074S24 AH 1 4515 AF06351 6 AI1 10642 AI114559 Al 1 14498 AH 1 4759 
AI2O7568AI06496OAI174753AI114666RB9184R00011 AI064997 T60501 AI2Q7701 T71735 AA385318 H735S9T6D496 
H94399 AI133158 T74675 AA484750 T73413T55909 R50261 T72061 N3C533 T51189 T74936 A1207490 AI132925 AI084701 
AI174748AI114663AI133104AI132999AI133100AI064925AI064979AI133G63 AA343347 T69091 AA233989 T39772 

45 AI444620 T52290 D16931 T40012 T48403 T58926 T69195 AI1330B1 T50850 AI400B77 AI091 136 AA334608 T5741 1 Z20979 

N56507 TB7485 AI133622 AA343370 T40075 T69E71 T53B49 T74820 AF075316 AI110818 T4D121 T57381 AI114468 
AA33272B T51382 AH 14589 R06691 AH 10629 AF0E 3503 AI140543 AA3346S1 AA332720 AA343262 T73513 T86549 
AI114B40 T57284 T39981 T51407 T72757 T51749 T56B30 M343125 T7212B RS4135 T83028 T39972 T39896 AI174786 
AI132926 R09237 AI064838 AI13366D T6D398 T08753 T55930 T92126 AI444502 T60998 A1114792 H9391 1 AI133106 

5 0 R10779 AI065020 T90925 T50889 D17029 AI133703 AA3338Q5 AI133040 AI133017 AI064857 AI1 10730 AF074637 AI207567 

H7103Q T73217 AA343950 AI174743 AA334224 AA334281 R06692 T64739 T40163 T60628 T81661 T73179 R01B42 
AA501730 T39931 T39662 T40136 AA334904 T71425 H77784 R00874 AI055049 T84512 T55918 Al 207595 T39951 
AA005016 T60361 T69176 T73355 T5B795 T61233 T39955 T60S12 AH 1 4676 AI06477B AA035710 W52763 AH 14786 
T63564 AA341859 T81684 T55769 AI114710 T51776 AA343213 AH 14714 T5B102 AI110809 R28984AI1 74854 AA305675 

5 5 AA343592 T53836 T46869 T64721 T55508 W05241 T5401 9 T57945 T60513 T48364 AF075308 W86731 T82851 T48269 

H54053 T73211 AH 14590 T4B317 T55965 T74857 R84226 T56552 T52231 T74946 T76976 R02576 T95S66 AI203974 
AI189471 M005147 AI478102 AI2076S2 AH92792 AI768421 AJ064737 AW051713 AA936693 AH331 17 AI766232 AI913646 
T83962 AI0B5112 A1207689 AI174684 AI207702 T81475 AI133325 A1032512 AA701169 AI936354 AH14720 AI433289 
AA046980 AIB23482 AH 14536 AA860651 AW242644 R07469 AW30043B Ah 334 1 6 AW271 670 A19913B3 T7B943 AI823481 

60 AA84551B AA719124 AA8B3454 T6B850 T69115 A1935509 AI150977 T62690T71374 T6S294 AI174774 T67411 T68318 

AI0646B9 T56624 T69010 T68982 T68302 AI332829 T72S0B AI064819 AI205880 T62895 T69430 T951 1 1 M025050 T73330 
W52657 T71984 T69118 W92684 AH 1 4860 T62093 T61797 AI522333 T73322 H92981 T56018 T6181 1 T57232 AI3361 5B 
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T61821 T69457 T62900 T62912 772917 T468B5 AI70244B T57212 T57203 R94581 T7131 1 T61819 T89358 T67708 T70918 
T59166 AI18n 1 1 T64308 T62071 T69427 AI11475D T60430 RQ9734 T69033 T69141 T69453 T67908 R16809 T69394 
At207729 T55839 T90273 T73339 AW194909 T75486 T7185D T71305 T71267 T53877 T73452 T68852 N75290 AI312890 
T67751 AI174983 T51 679 T54851 HB9880 N73734 M443453 T73466 H69B72 N53869 T68447 D1 1809 D12412 T64300 
T28321 T55864 

102800 14782_20 AA313538 U88895 U88902 

108351 genbank_AA071193 AA071193 

101447 enirez_M21305 M2130S 
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TABLE 3: Figure 3 from BRCA 001 US 
Table 3 shows genes downregulated in tumor tissue compared to normal breast tissue. 



Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

1 0 UnigenelD: Unigene number 

Unlgene Title: Unigene gene title 

R1: Ratio of normal breast tissue to tenor 



Pkey ExAccn 



UnigenelD UnigeneTitle 



101336 NMJJ06732 Hs.75678 FBJ murine osteosarcoma viral oncogene h 
' gb:Human mRNA clone with similarity to L 

Hs.332053 serum amyloid A1 

gb:tr34b07.x1 NCI_CGAP_Ov23 Homo sapiens 

Hs.325823 ESTs, Moderately similar to ALU5 HUMAN A 

Hs,274313 insulin-like growlh factor binding prate 

Hs.2Q144 small InduclWe cytokine subfamily A (Cy 

Hs.41 639 programmed cell death. 2 

133120 NM_0D3278 Hs.65424 tetranectin (plas.Tiinogen-binding protein 

134758. NMJJ0O078 Hs.89538 ciioiesteiyl ester transfer protein, plas 



102990 AA829286 

111168 AI798376 

111803 AA593731 

130085 M62402 



25 131543 AW966881 Hs.41639 
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TABLE 3A 

Table 3A shows the accession numbers for those pkeys lacking unigenelD's for Table 3. For 
each probeset, we have listed the gene cluster number from which the oligonucleotides were 
designed. Gene clusters were compiled using sequences derived from Genbank ESTs and 
mRNAs. These sequences were clustered based on sequence similarity using Clustering and 
Alignment Tools (DoubleTwist, Oakland California). The Genbank accession numbers for 
sequences comprising each cluster are listed in the "Accession" column. 

Pkey: Unique Eds probeset identifier number 

CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT number Accessions 

111 168 3B585J AI798376 S46400 AW811817 AW81161B W0Q557 BE142245 AW858232 AW861851 AW858362 AA232351 AA218567 

M055556 AW858231 AW857541 AW814172 H66214 AW814398 AF134164 AA2430S3 M173345 AA199942 AA223384 
AA227092AA227080T12379 M092174T61139AA149778AA699829AW879188AW8135S7,AW813538AI267168AA157718 
AA157719AA1OO472AA1O0r74AA13O756AA1577O5M15773OAA157715AA053524AW849681AW854566CO5254 
AW382836 T92637 AW81 2621 AA206533 AA209204 BE1 56909 AA226824 AI829303 AW991957 N66951 M527374 H66215 
AA045564 AI694265 H6DB0B AA14972S AW195620 BE081333 BE073424 AW817662 AW817705 AWB17703 AW817659 
BE0B1531 H59570 

1022085735_9 U22961 AA203623 AA503337 AI174733 AI192802 COS092 AA035357 AI190519 AI199244 A1B28450 AA602296 AI378195 

AI209170 AI186653 AI127795 A1183846 H77389 AI589465 AA62939Q H9430S A1018388 R6B584 AA027195 AI745413 AI685092 
AI093426 AI623873 AI074570 M50096 AA047486 N25050 AA327614 AI042512 AI383957 AA156873 AI333101 N70B06 AI141254 
AI383191 AI401237 AI0S0709 AI093400 W64649 T90806 R00012 W01413 AA63Q557 AI37B348 AI559265 AA877103 W84464 
AA625145 R68379 AI133207 AI132980 AI133214 AI064826 A1061615 AI133473 AI174852 AH33404 A1133272 V00494 M12S23 
M12523 AI20752B AI133120 AIQ64802 A1174993AH14729 A10B1645 AI064716 AJD64959 H77388 T8S706 AF075298 AI1 10799 
D17107 NM_000477 AF190168 R50724 AI248416 A1207432 AI133B84 AI133345 AI174710 All 33290 A1133304 AI174948 
AI207484 AI1 10717 AF074624 AH 1 451 5 AF063S16 AI1 10B42 AM 14559 AH 1449B Ai1 14759 AI207568 AI064960 AI1747S3 
A1114666 R691B4 R00011 AI064997 TB0501 AI207701 T71735 M385318 H73569 T60496 H94399 AI133158 T74675 AA484750 
T73413 T55909 R50281 T72061 N80533 T51189T74936 AI207490 AI132925 AS064701 AH74748 AI114663 AI1 331 04 AH 32999 
AI133100 AI064925 AI064979 AI133063 M343347 T69091 M233989 T39772 AI444620 T52290 D16931 T40012 T48403 
1-58926 T89195 AI1 33031 T50850 AI400677 AI091 136 AA334608 T5741 1 Z20S79 N56507 TB7485 AI133622 AA343370 T40075 
T69671 T53849 T74820 AF075316 AI11D818 T40121 T57381 AI114468 AA332728 T51362 AI114589 R06691 AI110629 
AFOB3503 AI140543 AA334661 AA332720 M343262 T73513 T86549 AI114840 T57284 T399B1 T61407 T72757 T51749 
T5B630 AA343125 772126 R94135 T83028 T39972 T3989B AI174786 AI132926 R09237 AI064838 AI13366OT6039B T8B753 
T55930 T921 26 A1444602 T60996 AH 14792 H9391 1 AI1 33 1 06 R10779 AI065020 T90925 T50889 D17029 AI1 33703 AA333805 
AM33040 AI133017 AI064857 AI110730 AF074637 AI207567 H71080 T73217 .AA343S50 A1174743 M334224 AA334281 
R08692 T64739 T40163 T60528 T81BS1 T73179 R01842 M501730 T39931 T39662 T40136 AA334904 T71425 H777B4 R00874 
AI065049 T8451 2 T55913 AI207595 T39951 M005016 T60361 T69176 T73356 758795 T61233 T39955 T60612 AH 14676 
AI064778 AA035710 W52733 AH14786 T83564 AA341859 T81684T55769 A1114710 T51 776 AA34321 3 Al 1 14714 T58102 
AI110809 R2B984 AI174S54 M305675 AA343592 T53B36 T46869 T64721 T555D8 W05241 T54019 T57945 T60513 T483S4 
AF075303 WSS731 T82B51 T48269 H54053 T7321 1 A1114590 T48317 T55965 T74857 R84226 T5B552 T52231 T74946 T76976 
R02576 T95666 A1203974 AI189471 AA005147 AI478102 AS207662 AI192792 A1768421 A10B4737 AW051713 AA936693 
A1133117 AI766232 AI913646 T83962 AID65112 AI207689 AI174684 AI207702 T81475 AI133325 AI032512 AA701 169 A1936354 
AJ114720 AI433289 AA046980 A1823482 AH 14536 AA860B51 AW242644 R07469 AW300436 AS133416 AW271670 AI991363 
T78943 AI823481 AA84551 B AA719124 AA883454 T68850 T69115 AI93550S AI150977 T62890 T71374 T68294 AI174774 
, T6741 1 T68318 A1054689 T55624 T69010 T689S2 T68302 AI332829 T72906 AI064B19 AI205880 T62895 T69430 T951 1 1 
AA025050 T73330 W52657 T71 984 T6911B W92684 AH 14860 T62093 T61797 AI522333 T73322 H92981 T5601 8 T6 1 81 1 
T57232 AI336158 T61821 T69457 T629O0 T62912 T72917 T4B885 AI70244B T57212 T57203 R94581 T71311 T61819 T89358 
T67708 T70918 T59166 AM 871 11 T64303 T62071 T69427 AH 14750 T60430 R09734 TB9033 T69141 T69453 T67908 R16809 
T69394 AS207729 T55839 T90273 T73339 AW194909 T7548B T71 850 T71305 T71287 T53877 T73452 T68852 N75290 
AI31 2690 T67751 Al 1 74983 T51 679 T54851 H63880 N73734 AA443453 T73466 H69B72 N53B69 T68447 D1 1 809 D1 2412 
T64300T28321T55864 
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TABLE 4: Figure 4 from BRCA 001 US 



5 Table 4 shows genes upregulated in tumor tissue compared to normal breast tissue. 



Pkey: Unique Eos probcsct identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

10 UnigeneiO: Unigene number 

Unigene Title: Unigene gene fie 

R1 : Ratio of tumor to normal breast tissue 



15 Pkey ExAccn UnigenelD Unigene Title R1 

100113 NM_001269Hs,84746 chromosome condensation 1 2.3 

10011-1 X02308 Hs.82962 fhymidylate synthetase 2.9 

100131 D12485 Bs.11951 ectonucleotide pyrophosphatase/phosphodiesterase 1 1.9 

20 10014S BE1 85499 Hs.2471 KIAAG020 gene product 1-9 

100147 D13666 Hs.136348 osteoblast specific factor 2 (fasclcllrt l-llke) (perioslln) 7.5 

100154 H60720 Hs.81B92 KIAA01 01 gene product ' 9-2 

100163 W44671 Hs,124 gene predicted from cDNA with a complete coding sequence 1.6 

100220 AW015534 Hs.217493 annexinA2 2.0 

25 100265 D38521 Hs.112396 KIM0077 protein 1-5 

100271 BE160081 Hs.256290 S1 00 calcium-binding protein A11 (caigizzarin) 13.5 

100275 BE242802 Hs.154797 KIAA0090 protean 5.1 

100323 D50920 Hs.23106 KIAA0130 gene product 1-9 

1 00335 AW247529 Hs.6793 platelet-activating factor acetylhydrolase, isoform lb, gamma subunlt (29kD) 2.7 

30 100364 NM_0Q4341Hs.154B68 carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, and diiiydroorotase 2.0 

100372 NM_014791Hs.1 84339 KIAA0175 gene product 2.6 

100393 D84145 Hs.39913 novel RGO-confaining protein 3,2 

100400 AW954324 Hs,75790 phosphatidyfinositol glycan, class C 1 .5 

100418 D86978 Hs.84790 KIAA0225 protein 2.0 

35 100482 M65028 Hs.81361 heterogeneous nuclear rlbonucleoproteln A/B 2.9 

1D0518 NM_004415Hs.74316 desmoplakin (DPI, DPII) 1-9 

100666 L05424 Hs.169610 CD44 antigen (homing function and Indian blood group system) 5.7 

100667 L05424 Hs.16G610 CD44 antigen (homing function and Indian blood group system) 9.0 

100668 L05424 Hs.169610 CD44 antigen (homing function and Indian blood group system) 7.6 
40 100678 AW502935 Hs.740 PTK2 protein tyrosine kinase 2 53,2 

100685 AA328229 Hs.1 84582 ribosomal protein L24 1.8 

100690 AA383256 Hs.1657 estrogen receptor 1 1.6 

100783 AF078847 Hs.191356 general transcription factor I1H, polypeptide 2 (44kD subunit) 5.9 

100850 AAB36472 Hs.297939 cathepsinB 1.7 

45 100692 BE245294 Hs.180789 S164 protein 1.7 

100945 AF0Q2225 Hs.180686 ubiquitin protein ligass E3A (human papilloma virus E6-a;socia;sd protein, Angelman syndrome) 1,5 

100969 AA157634 Hs.79172 solute carrier family 25 (mitochondrial earner; adenine nucleotide translocator), member 5 6.3 

100988 AKOD0405 Hs.76480 ublquitin-like 4 11-4 

100999 H38765 Hs.80706 diaphorase (NADH/NADPH) (cytochrome b-5 reductase) 1.6 

50 101031 J0S070 Hs.151738 matrix meiallopratBlnase 9 (gelatinase B, 92kD gelatinase, 92kD type IV collagenase) 8.2 

101045 J05614 gb:Human proliferating ceil nuclear antigen (PCNA) gene, promoter region. 5.0 

101D77 N99692 Hs.75227 Empirically selected from AFFX single probeset 2.6 

1 01 093 L06419 Hs.75093 procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine hydroxylase, Ehlers-Danlos syndrome type Vl)1.4 

101161 NM_006262Hs.37044 peripherin 16.9 

55 101186 AA020956 Hs.179881 core-binding factor, beta subunlt 2.0 

101216 AA284166 Hs.84113 cyclin-dependent kinase inhibitor 3 (CDK2-associated dual specificity phosphatase) 1.8 

101228 AA333387 Hs.82916 chaperonin containing TCP1, subunlt 6A (zeta 1} 1.7 

101247 AA132666 Hs.78802 glycogen synthase kinase 3 beta 1.9 

101249 L18964 Hs.1904 protein kinase C, iota 1.5 

60 101332 J0408B Hs.1 56346 topoisomarasa (DNA) li alpha (170kO) - 5.2 

101332 J04088 Hs.156346 topoisomerase (DNA) fi alpha (170kD) 3,4 

101352 AI494299 Hs.16297 COX1 7 (yeast) homolog, cytochrome c oxidase assembly protein S.3 

101396 BE267931 Hs.78996 proliferating cell nucfear antigen 4.2 

101445 M21259 gteHuman Alu repeats In the region 5" to the small nuclear rib 1.9 

65 101470 NM_000546Hs,1846 tumor protein p53 (Ll-Fraumeni syndrome) 1.6 
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101478 NM_00289QHs.758 RAS p21 protein activator {GTPase acUvating protein) 1 2.5 
101483 M24486 Hs.76768 procollagen-proline. 2-c-xoglutarate 4-dioxygenase (proline 4-hydroxylase), alpha polypeptide I 5.5 
1 01 540 J04977 Hs.84981 X-ray repair complementing defective repair in Chinese hamster cells 5 (double-strand-break rejoining 2.1 

101573 AW248421 Hs.250758 proteasome(pro3ome,macrapain)26S subunit, ATPase, 3 1.6 

5 1 01560 NM_012151Ha.B3363 coagulation factor Vlll-associated (intronic transcript) 5.7 

101592 AF064853 Hs.91299 guanine nucleotide binding protein (G protein), beta polypeptide 2 1.8 

101592 AF064S53 Hs.91299 guanine nucleotide binding protein (G pi 5.6 

101621 BE391804 Hs.62661 giianylate binding protein 1, interferon-inducible, 67kD 2,4 

101702 AW504089 Hs.179574 protein phosphatase 2 (formerly 2A), regulatory subunit 8 (PR 52), alpha isoform 1.3 

10 101734 M74099 Hs.147049 cut (Drosophlla)-like 1 (CCMT displacement protein) 2.1 

101759 M80244 Hs.1 84601 solute carrier family 7 (cationic amino add transporter, y+ system), member 5 5.0 

101767 M81057 Hs.1 60884 carboxypeptidase B1 (tissue) 14.4 

101782 AA3064S5 Hs.1869 phosphoglucomutase 1 5.2 

101805 AW409747 Hs.75612 stress-induced-phcsphoprotein 1 (Hsp70/Hsp90-organiang protein) 8.6 

15 101806 AA586894 Hs.112408 $100 calcium-binding protein A7 (psoriasin 1) 8.9 

101810 NMj)0D318Hs.18O612 peroxisomal membrane protein 3 (35kD, Zellweger syndrome) 3.2 

101879 AA176374 Hs.243886 nudear autoanligenic sperm protein (histone-binding) 1.6 

101911 AA441787 Hs.1 19689 glycoprotein hormones, alpha polypeptide 31.3 

101920 AF1 82645 Hs.8024 IK cytokine, down-regulator of HLA II 1.8 

20 101973 U41 514 Hs.80120 UDP-N-aceb,i-slp'na-D^alactosamine:polypeptlde N-acefylgalactcsaminylTajssferase 1 (GalNAc-TI) 2.4 

101983 AI904232 Hs.75323 prohibitin 8.4 

102009 BE245149 Hs.82643 protein tyrosine kinase 9 1.3 

102035 BE250127 Hs.82906 CDC20 (cell division cycle 20, S. cerevlsiae, homolog) 2.0 

102083 T35901 Hs.75117 interleukin enhancer binding factor 2, 45kD 1.6 

25 102083 T35901 Hs.75117 interleukin enhancer binding factor 2, 4 1.3 

102107 BE258602 Hs, 182366 heat shock protein 75 1.4 

102123 NM 001809HS.1594 centromere protein A (17kD) 1.8 

102165 BE313280 Hs.159627 death associated protein 3 4.6 

102198 AW950852 HS.7459B polymerase {DNA directed), delta 2, regulatory subunit (50kD) 4.3 

30 102217 AA829978 Hs.301613 JTV1 gene 6.7 

102220 U24389 Hs.65436 lysosomal 4.3 

102234 AW1 63390 Hs.278554 heterochromatfn-like protein 1 1.9 

102260 AL039104 Hs.159557 karyopherin alpha 2 (RAG cohort 1, Importin alpha 1) 4.4 

102302 AA305342 Hs.69171 protein kinase C-fike 2 2.7 

35 102330 BE298063 Hs.77254 chromobox homolog 1 (Drosophila HP1 beta) 1.5 

102339 BE378432 Hs.95577 cyclin-dependent kinase 4 2.3 

102348 U37519 Hs.87539 aldehyde dehydrogenase 3 family, member B2 2.0 

102349 AU077055 Hs.289107 baculoviral IAP repBat-containing 2 3.2 
102369 U39840 Hs.299867 hepatocyte nuclear factor 3, alpha 2,0 

40 102374 U33635 Hs,90572 PTK7 protein tyrosine kinase 7 S.2 

102391 AA296874 Hs.77494 deoxyguanosine kinase 1.5 

102455 U48705 Hs.75562 dlscoidin domain receptor family, member 1 8.9 

102465 NMJ)01359Hs.81 548 2,4-dienoyi CoA reductase 1, mitochondrial 1.8 

102488 U50939 Hs,61828 amyloid bela precursor protein-binding protein 1,59kD 1,5 

45 102489 AL080116 Hs.74420 origin recognition complex, subunit 3 (yeast homobg)-like 3.3 

102494 AI188137 Hs.75193 COP9homolog 2.1 

102501 AF217197 Hs.74562 siah binding protein 1; FBP interacting repressor; pyrimidine tract binding splicing 3.2 

102522 BE250944 Hs.183556 solute carrier famlyl (neutral amino add transporter), member5 2.8 

102532 AF040253 Hs.70186 suppressor of Ty (S.cerevislae) 5 homolog 5.7 

50 102564 U59423 Hs.79067 MAD (moihers against decapenlaplegic, Drosophila) homolog 1 2.3 

102568 W81489 Hs.223025 RAB31, member RAS oncogene family 5.3 

1O25B0 U608Q8 Hs.152981 CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 1 2.1 

102581 AU077228 Hs,77256 enhancer of zeste (Drosophila) homolog 2 1.6 

102582 1/61232 Hs.32675 tubulrn-sperific chaperane e 2,1 
55 102617 AW161453 Hs.198767 COP9 (constitutivs phoiomorphogenlc, Arabidopsis, homolog) subunit 5 1.8 

102618 AL037872 Hs.81071 extracellular matrix protein 1 5.8 

102627 AL021918 Hs.158174 zinc finger protein 1B4 (Knjppel-like) 1.3 

102663 NM_002270Hs.1 68075 karyopherin (importin) beia 2 1.8 

102676 BE262989 Hs.12045 putative protein 2.3 

60 102687 NMJW019HS.93002 ubiqurtin carrier protein E2-C 4.3 

102689 U96132 Hs.171280 hydroxyacyl-Coenzyme A dehydrogenase, type II 6.0 

102696 BE540274 Hs.239 forkhead box M1 4.2 

102704 AU07705B Hs.54089 BRCA1 associated RING domain 1 1.9 

102705 T97490 Hs.50002 small inducible cytokine subfamily A (Cys-Cys), member 19 2.3 
65 10275D AB014460 Ks.66196 nth {E.col! eridonuclease lll)-like 1 1.2 

102801 BE252241 Hs.38041 pyridoxal (pyridoxins vitamin B6) kinase 6.4 

102812 U90549 Hs.236774 high-mobility group (nonhistone chromosomal) protein 17-like 3 1.6 
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102827 BE24458B Hs.6456 chaperanin containing TCP1, subunit 2 (beta) 5.6 

102B31 AA262170 Hs.6G917 adaptor-related protein complex 3, slgma 1 subunit 2.0 

102844 AV65379Q Hs.324275 WW domain-containing protein 1 1.3 

102868 X02419 Hs.77274 plasminogen activator, urokinase 4,4 

102925 BE440142 Hs.2943 signal recognition particle 19kD 1.9 

102935 BE561850 Hs.80506 small nuclear rtEonuclaoproteln polypeptide A' 2.4 
102968 AU076611 Hs.154672 methylene tetrahydrofolate dehydrogenase (NAD+ dependent), methenyltetrahydrofo!atecyclohydrolase2.7 

102983 BE387202 Hs.1 18638 non-metastatic cells 1, protein (NM23A) expressed in 3.1 

1029B5 U95742 Hs.2707 G1 to S phase transition 1 5.2 

103023 AW500470 Hs.1 17950 multifunctional polypeptide similarto SAICAR synthetase and AiR carboxylase 1.6 

103038 M926960 Hs.334883 CDC28 protein kinase 1 2.5 

103060 NMJ05940Hs.155324 matrix metalloproleinasB 11 (MMP11; stromelysln 3) 4.5 

1030BO AU077231 Hs,82932 cyclin D1 (PRAD1: parathyroid adenomatosis 1) 3.1 

1 03089 D311 52 Hs.1 79729 collagen, type X, alpha 1 (Schmid metaphyseal chondrodysplasia) 2.4 

103177 BE244377 Hs.46676 famesyl-dfphospliale famesyltransferase 1 ' 3.5 

103178 AA205475 Hs.275865 ribosomal protein S18 9.9 

103179 NM_001777Hs,82685 CD47 antigen (Rh-related antigen, integrin-associated signal transducer) 1.3 . 
103181 X69636 Hs.334731 Homo sapiens, clone IMAGE:3448306, mRNA, partial cds 2.0 
103185 NM_006825Hs.7436B transmembrane protein (63kD), endoplasmic reticulumlGolgi intermediate compartment 1.6 
103191 AA4~01039 Hs.2903 protein phosphatase 4 (formerly X), catalytic subunit 2.5 

103193 NM_004766Hs.75724 coafomer protein complex, subunit beta 2 {beta prime) 2.2 

103194 NM_004939Hs,78580 DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 6.3 
103206 X72755 Hs,77367 monokine Induced by gamma interferon 8.8 
103223 BE275607 Hs.1708 chaperonln containing TCP1, subunit 3 (gamma) 3.0 

103232 X759S2 Hs. 129780 tumor necrosis factor receptor superfamiy, member 4 1.8 

103233 AI369285 Hs.75189 death-associated protein 5.6 
103297 NM_0D1545Hs.9078 Immature colon carcinoma transcript 1 19 
103330 AI803447 Hs.77495 small nuclear ribonucleoprotein polypeptide G 2.5 
1 03349 X89059 gb:H .sapiens mRNA for unknown protein expressed in macrophage 1 .6 
103376 AL036166 Hs.32337B coated vesicle membrane protein 1.8 

103391 X94453 Hs.1 14366 pyrroline-5-carbDxy ! a1e synthetase (glulamate gamma-semialdehyde synthetase) 2.3 

103392 X94563 gb:H.sapiensdbi/accpgeneexon1 &2. ■ 4.0 
103430 BE564090 Hs.20716 transtocase of inner mitochondrial membrane 17 (yeast) hotnotog A 1.3 
103491 AF264750 Hs.288971 myeloid/lymphoid or mixed-lineage leukemia 3 5.6 
1 03505 AL031 224 Hs.331 02 transcription factor AP-2 beta (activating enhancer-binding protein 2 bata) 5.1 
1 03547 AI376722 Hs.1 80052 prateasome (prosome, macropaln) subunit, beta type, 8 (large multifunctional protease 7) 9.7 
103586 NMJ06218HS.85701 phosphoinositide-3-kinasa, catalytic, alpha polypeptide 2.0 
103613 NM_000346Hs,2316 SRY (sex determining region Y)-toc 9 (campomelic dysplasia, autosomal sex-reversal) 1.3 
103621 BE379766 Hs.150675 polymerase (RNA) II {DNA directed) polypeptide K (7.0kD) 2.0 
103522 AA6096B5 Hs.278672 membrane component, chromosoma 11, surface marker 1 2,3 
103727 AIB78B83 Hs.2963B1 growth factor receptor-bound protein 2 1.3 
103749 AL1 35301 Hs.8768 hypolhstical protein FLJ1 0849 1.8 
103754 AS015709 Hs.1 72089 Homo sapiens mRNA; cDNA DKFZp586l2022 (from clone DKFZp586l2022) 1 ,3 
103780 AA094752 Hs.1 69992 hypothetical 43.2 Kd protein 7.5 
103795 H26531 Hs.7367 Homo sapiens BTB domain protein (BDPL) mRNA, partial cds 1.2 
103797 AA080912 gb:zn04dD3.r1 Stratacene hNT neuron (937233) Homosapiens cJNA done 5' similar 1.5 
103813 AI042562 Hs.181271 CGI-120 protein 1.5 
103855 W02363 Hs.302267 hypothetical protein FLJ10330 1.5 
103886 AK001278 Hs.105737 hypothetical protein FLJ10416 similarto constitutive photomorphogenlc protein 1 6.5 
104052 NM_0D2407Hs.97644 mammaglobin2 2.9 
104079 AA251242 Hs.103238 ESTs 1.4 
104174 AA478984 Hs.6451 PRD0659 protein 5.6 
104227 AB002343 Hs.98938 protocadherin alpha 9 1.6 
104275 A1751970 Hs,1010S7 GCN5 (general control of amino-aao <■ nthes /easi.hom 3)-fe2 5.4 
104325 BE379766 Hs.150675 polymerase (RNA) II (DNA directed) polypeptide K (7.0kD) 6.3 
10437D AA324597 Hs.21851 Homo sapiens cONA FLJ 12900 fis, clone NT2RP2004321 1.6 
104423 RB3113 Hs.1432 protein kinase C substrate 80K-H 5.2 
104482 AB037762 Hs.44268 myellngena expression factor 2 1.2 
104532 AI498763 Hs.203013 hypothetical protein FLJ12748 2,1 
104563 AL117403 Hs,306189 DKFZP434F1735 protein 1.2 
104667 AI239923 Hs.30098 ESTs 1.3 
104757 AI694413 Hs.332649 olfactory receptor, family 2, subfamily 1, member 6 2.3 
104S04 AI858702 Hs.31803 ESTs, Weakly similar to N-WASP [Hsapiens] , 1.3 
104805 AB023175 Hs.22982 KIAA0958 protein 2.3 
104827 AW052006 Hs.8551 PRP4/STK/WD splicing factor 10.9 
104846 AI250789 Hs.32478 ESTs 5.6 
104854 M041276 Hs.154729 3-phosphoinositide dependent protein klnase-1 12.3 
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104867 AA278898 Hs.225979 hypothetical protein similar to small G proteins, especially RAP-2A 2.0 

104871 T78044 Hs.28893 Homo sapiens mRNA; cDNA DKFZp56402364 (from clone DKFZp564023S4) 1.3 

104896 AW015318 Hs,23165 ESTs 17.7 

104909 AW408164 Hs.249184 transcription factor 19 (SC1) 5.0 

104916 AW958157 Hs.155489 NS1-associa1ed protein 1 1.7 

104919 AA026880 Hs.25252 prolactin receptor 1.4 

104930 AF043467 Hs.32893 neurexophilin 2 2.2 

104973 NM 015310Hs,6763 KIM0942 protein 5.0 

104974 Y12059 Hs.276675 bromodomaln-containing 4 1.4 

104975 AL13G877 Hs.50758 SMC4 (structural maintenance of chromosomes 4, yeastj-like 1 2.4 
104975 AL136877 Hs.5075S SMC4 (structural maintenance of chromoso 2.3 
10497B AI199268 Hs.19322 Homo sapiens. Similar to RIKEN cDNA 2D10317E24 gene, clone IMAGE:3502019, mRNA, partial cds7.2 
104979 AA937934 Hs.321 062 ESTs 1.3 
104994 A1499930 HS.334B85 mitochondrial GTP binding protein 3.5 
105009 BE379584 Hs.34789 dolichyl-diphosphooltgosaccharide-proteinglycosyltransferase 5.5 
105012 AF09815B Hs.9329 chromosome 20 open reading frame 1 3.3 
10502B AI050715 Hs.2331 £2F transcription factor 5, p130-blndlng 2.2 
105032 AA12781B gb:zl12a02.s1 Soares_pregiianLuterus_NbHPU Homo sapiens cDN'A done IMAGE:501674 3' 6.8 
105039 AA907305 Hs.36475 ESTs 2.5 
105041 AB037716 Hs.26204 KIAA1295 protein 2,2 
105045 BE242899 Hs.129951 speckle-type POZ protein 3.8 
105079 AA151342 Hs.12677 CGI-147 protein 9.5 

105087 AA147884 Hs.9812 Homo sapiens cDNA FLJ14388 fis, clone HEMBA1002716 5.6 

105088 H585B9 Hs.35156 Homo sapiens cDNA FLJ1 1027 lis, clone PLACE10041 14 2.2 
105095 Z78407 Hs.27023 vesicle transport-related protein 2.2 
105110 BE387350 Hs.33122 KIAA1 160 protein 16 

105126 AW975433 Hs.36288 ESTs 6.3 

105127 M045648 Hs.301957 nudix (nucleoside diphosphate linked moiety X)-type motif 5 2.1 
105141 AA164667 Hs,177576 mannosyl (alpha-1,3-)-grycoprotein bete-l^-N-acetylgtucosaminyltransferase, Isoenzyme A 2.7 
105158 AW976357 Hs.234545 hypotrieii:al protein NUF2R 1.9 
105169 BE245294 Hs.180789 S154 protein 1.7 
105186 AA191512 Hs,28005 HomosapienscONAFLJ11309fis,clonePLACE1010076 4,8 
105254 AA071276 Hs.19469 KIM0859 protein ' 1,9 
105281 AA263143 Hs,24596 RAD51-lnteracting protein 2.8 
105288 N99673 Hs.3585 ESTs, Weakly similar to AF126743 1 DNAJ domain-containing protein MCJ [H.sapiens] 1.9 
106302 AA700122 Hs.3355 sentrin-specific protease 8.0 
105331 AW270037 Hs.1795D7 KIAA0779 protein 1.8 
105359 NNL016015H5.8054 CG1-68 protein 8-2 
105366 BE264545 Hs.282093 hypothetical protein FLJ21918 5.0 

105373 AW887701 Hs.32356 hypothetical protein FLJ20628 2,5 

105374 BE242803 Hs.262823 hypothetical protein FLJ1 0326 2.2 
105387 AW592146 Hs.108636 membrane protein CH1 2.3 
105393 AF1 67570 Hs.2565B3 interieukin enhancer binding factor 3, 90kD 5.4 

105399 BE386877 Hs.334811 Npw38-binding protein NpwBP 1.6 

105400 AF1 98620 Hs.65648 RNA binding motif protein 8A 1.6 
105445 AA252395 gb:zs12g10.s1 NCI_CGAP„GCB1 Homo sapiens cDNA clone IMAGE:63502o 3', mRNA sequence, 5,0 
105507 8E268348 Hs.226318 CCR4-NOT transcription complex, subunit 7 1.6 

105529 AA1 13449 Hs.32471 hypothetical protein FLJ203S4 1.3 

105530 AB023179 Hs.9059 KIAA0962 protein 3.4 
105547 AA262640 Hs.27445 unknown 9.3 
105564 BE616694 Hs.288042 hypothetical protein FU14299 1-4 
105598 AA579535 Hs.18490 hypothetical protein FLJ20452 10.9 
105597 AF054284 Hs.334826 splicing factor 3b, subunit 1, 155kD 2.9 
105608 AI808201 Hs.2B7863 hypothetical protein FLJ12475 1.7 
105610 AA2BG072 Hs.99872 fetal Alzheimer antigen ' 1.4 
1D5617 AK000892 Hs.4069 glucocorticoid modulatory element binding protein 1 1.7 
105620 AW302245 Hs.181390 casein kinase 1, gamma 2 . 5.5 
10565B AA985190 Hs.246875 hypolheticai protein FLJ20059 9.4 
105597 AW499988 Hs.27801 zinc finger protein 278 2.0 
105708 R26944 Hs.1 80777 Homo sapiens mRNA; cDNA DKFZp564M0264 (from clone DKFZp564M0264) 1.7 
105743 BE246502 Hs.959B sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short 2,6 
105746 AW1 51952 Hs.46679 hypothetical protein FU20739 1.5 
105759 AI123118 Hs.15159 chemokine-llke factor, alternatively spliced 1.3 
105771 A1267720 Hs.153221 synovial sarcoma, translocated to X chromosome 1.6 
105820 AA741336 Hs.152108 transcriptional unit N143 2.2 
105826 AA478756 Hs.194477 E3 ubiquitin llgase SMURF2 1.3 
105855 AI26210S Hs.12653 ESTs 2.4 
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10SB58 AF151Q66 Hs.281428 hypothetical protein 1$ 

105B75 AKQ017QB Hs.32271 hypothetical protein FU 10646 ™ 

105930 AF016371 Hs.9880 peptldyl prolyl isomerase H (cydophilin H) S.2 

108000 AW194426 Hs.20726 ESTs 

106011 AW081202 Hs.12284 Homo sapiens, clone IMAGE:29B9556, mRNA, partial cds 2,8 

106017 AA477956 Hs.2626B ESTs 1-4 

106073 AL157441 Hs,17834 downstream neighbor of SON 1.4 

105078 AA13015B Hs.19977 ESTs, Moderately similar to ALU8_HUMAN ALU SUBFAMILY SX SEQUENCE CONTAMINATION 1.6 

106094 AA533491 Hs.23317 hypothetical protein FIJ146B1 6.8 

106140 AB006624 Hs.14912 KIAA0236 protein 1.6 

106271 AA261393 Hs,289052 Homo sapiens, Similar to RIKEN cDNA 5430429M05 gene, clone MGC:13155, mRNA, complete cds 10.8 

106288 AB037742 Hs.24336 KIAA1321 protein 1.3 

106300 Y10043 Hs.19114 high-mobility group {nonhistone chromosomal) protein 4 3.6 

106333 AL043114 Hs.22410 ESTs, Weakly similar to A54849 collagen alpha 1 (Vil) chain precursor [Rsapiens] 5.4 

106350 AK001404 Hs.194698 cydin B2 ^ 

108359 AW390282 Hs.31130 transmembrane 7 superfamily member 2 6.3 

106381 AB040916 Hs.24106 KIAA1483 protein 6.5 

10S389 AW748420 Hs.6236 Homo sapiens cDNA: FLJ21487 fis, clone COL05419 2.2 

106457 AF1 19256 Hs.27801 zinc finger protein 278 2.7 

106470 D63078 Hs, 186180 Homo sapiens cDNA: FLJ23038 fis, clone LNG02039 2.3 

105531 AA454036 Hs.8832 ESTs 1.6 

10S586 AA243B37 Hs.57787 ESTs 1 - 6 

10S589 AK000933 Hs.28661 Homo sapiens CDNAFLJ10071 fis, clone HEMBA1001702 2.4 

106610 AA458882 Hs.79732 fibulin 1 7.9 

106624 NMJ)03595Hs.2635O tyrosylprotein sulfotransfGrase 2 ■ 7,7 

106550 AL049951 Hs.22370 Homo sapiens mRNA; cDNA DKFZp564O0122 (from clone DKFZp564O0122) 1.8 

106S69 AV657117 Hs.184164 ESTs, Moderately similarto S65657 aipha-1C-adrenergic receptor splice form 2 [H.sapiens] 1.3 

106713 BE614BD2 Hs.184352 hypothetical protein FLJ12549 4.5 

106717 AA600357 Hs.239489 TIA1 cytotoxic granule-associated RNA-bindlng protein 1.3 

105723 8E368094 Hs.21857 ESTs 1-6 

106795 AF174487 Hs.293753 Bcl-2-related ovarian killer protein-like 5.7 

106829 AW959893 Hs.27099 hypothetical protein FLJ23293 similar to ARL-6 interacting protein-2 16.2 

106831 BE564B71 Hs.29463 centrin, EF-hand protein, 3 (CDC31 yeast homotog) 1.5 

106846 AB037744 Hs.34B92 K1AA1 323 protein 2.2 

106852 AF151031 Hs.300631 hypothetical protein 1.3 

106873 N49809 Hs.11197 Homo sapiens, done IMAGE3343149, mRNA, partial cds 16.8 

105886 W79171 Hs.9567 GL002 protein 1-5 

105906 AAB61271 Hs,222024 transcription factor BMAL2 2.2 

106920 AK00183B Hs.296323 serum/glucocorticoid regulated kinase 3.3 

106945 AK000511 Hs.6294 hypoUietical protein DKFZp434L1435 slmifar to valyl tRUA synthetase 6.8 

106973 BE1 56256 Hs.11923 hypothetical protein 6.6 

105977 AL043152 Hs.50421 K1AA0203 gene product 4,6 

106978 AW631480 Hs.8688 ESTs 6.0 

107004 AA146872 Hs.300700 hypothetical protein FLJ20727 1-3 

107029 AF264750 Hs.288971 myeloid/lymphoid or mixed-lineage leukemia 3 1.8 

107071 AW385224 Hs.35198 ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative function) 1.7 

107113 AK000733 Hs.23900 GTPase activating protein 2.6 

107125 AK000512 Hs.69388 hypothetical protein FLJ20505 1.7 

107136 AV661958 Hs.8207 GKQ01 protein 4.6 

107136 AV661958 Hs.8207 GK001 protein 3.3 

107146 AK0O1455 Hs.5198 Down syndrome critical region gene 2 2.0 

107151 AW37B055 Hs.8687 ESTs 6.3 

107155 AW391927 Hs.7946 KIAA1288 protein 33.5 

107174 BE1227B2 Hs.25338 ESTs 5.2 

107197 W15477 Hs.64639 glioma pathogenesis-related protein 6.1 

107221 AW888411 Hs.81915 leukemia-associated phosphoproteln p18 (stathmln) 17.4 

107243 BE219716 Hs.34727 ESTs, Moderately simliar to I38759 tine finger/leucine zipper protein [H.sapiens] 7.4 

10724B AW263124 Hs.315111 nuclear receptor co-repressoriHDAC3 complex subunit 1.8 

107263 D60341 Hs.21198 translocase of outer mitochondrial membrane 70 (yeast) homolog A 6.6 

107265 BE379594 Hs.49136 ESTs, Moderate!/ similar to ALU7_HUMAN ALU SUBFAMILY SQ SEQUENCE CONTAMINATION 2.5 

10729B N95657 Hs.6820 ESTs, Moderately similar to YOJ1_CAEEL HYPOTHETICAL 63.5 KD PROTEIN ZK353.1 IN 2.5 

10729B N95657 Hs.6820 ESTs, Moderately similar to YOJ1_CAEEL H 1.7 

107299 BE277457 Hs.30661 hypothetical protein MGC4606 3.2 

107316 T63174 Hs,1 93700 Homo sapiens mRNA; cDNA DKFZp586l0324 (from clone DKFZp586l0324) 2.0 

107354 NM_006299Hs.9644B zinc finger protein 193 5.0 

107392 AW299900 Hs.267632 TATA element modulatory factor 1 1.2 

107481 AA307703 Hs.279766 kinesln family member 4A 1.6 
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107529 BE515065 Hs.29B5B5 nucleolar protein (KKE/D repeat) 3.0 

107554 AA0013B6 Hs.59844 ESTs 1.3 

107681 BE379594 Hs.49136 ESTs, Moderately similar to ALU7J1UMAN ALU SUBFAMILY SQ SEQUENCE CONTAMINATION 2.2 

107772 AA018587 Hs.303055 ESTs, Weakly similar to ALU1JHUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION 2.1 

5 107359 AW732573 Hs.47564 potassium voltage-gated channel, delayed-rectifier, subfamily S, member 3 8.4 

107901 L42612 Hs.335952 keratin 6B 2.5 

107901 L42612 Hs.335952 keratin 6B 16 

107922 BE153855 Hs.61460 Ig superfamlly receptor LNIR 2.2 

107974 AW956103 Hs.61712 pyruvate dehydrogenase kinase, isoenzyme 1 6.7 

10 108040 AL121031 Hs.159971 SWI/SNF related, matrix associated, actln dependent regulator of chromatin, subfamily b, member 1 1.5 

108230 AA054224 HS.59B47 ESTs 13 

108274 AF129535 Hs.272027 F-box only protein 5 7.1 

108296 N31255 Hs.161623 ESTs 2,5 

108496 AA083069 Hs.339659 ESTs 3.5 

15 108607 BE300380 Hs.69476 Homo sapiens cDNA FLJ12758 fls, clone NT2RP2001328 3.4 

108621 AA1D1809 Hs.182685 ESTs 1.6 

108634 AW022410 Hs.69507 ESTs 1.7 

103647 BE546947 Hs.44276 homeoboxCIO 9.8 

108695 AB029000 Hs.70823 KIAA1 077 protein 7.2 

20 108717 AA122393 Hs.70311 hypothetical protein FLJ20516 1.3 

108740 AI089575 Hs,9071 progesterone membrane binding protein 2.7 

108828 AK0D1693 Hs.273344 DKFZP564O0463 protein 1.8 

10BB59 AL121500 Hs,178904 ESTs 1.5 

1D8872 H06720 Hs.111680 endosultins alpha 2.1 

25 108891 AI801235 Hs.48480 ESTs 5.3 

108B94 AK001431 Hs.5105 hypothetical protein FLJ10589 4.0 

106955 AA149754 Hs,195155 Homo sapiens amino acid transport system N2(SN2)mRNA, complete ods 5.6 

108982 AA151708 Hs.171980 homeo box (expressed in ES cells) 1 1.6 

108987 AA152178 Hs.23467 hypothetical protein FLJ10633 6.2 

30 109002 AB028987 Hs.72134 KIAA1 064 protein 1.7 

109011 AA156542 Hs.72127 ESTs 1.4 
109026 AA1 5781 1 gb:zo35d07.s1 Stratagene colon (937204) Homo sapiens cDNA clone 3' similar to contains Alu repetitive 5.3 

109058 AA164293 Hs.72545 ESTs 2,9 

109101 AW608930 Hs.521 84 hypothetical protein FLJ2061 8 1.6 

35 109112 AW419196 Hs.257924 hypothetical protein FLJ13782 3.2 

109124 AK000684 Hs,1B3B87 hypothetical proiein FLJ22104 17 

109139 AJ132592 Hs.59757 zinc finger protein 281 2.6 

109166 AA219691 Hs.73625 RAB6 Interacting, kinesin-iike (rabkinesin 6) 2.9 

109198 BE566742 Hs.53169 highly expressed in cancer, rich in leucine heptad repeats 2.0 

40 109213 NMJ)16603Hs.82035 potential nuclear protein C50RF5; GAP-like proiein 5.3 

109220 AW958181 Hs.1 89998 ESTs 5.7 

109233 AU077281 Hs.1702B5 nucleoporin 214kD (CAIN) 5.3 

109270 N99673 Hs.3585 ESTs, Weakly similar to AF1 26743 1 DNAJ domain-containing protein MCJ [H.saptens] 1.4 

109273 AA375752 Hs.82719 Homo sapiens mRNA; cDNADKFZp586F1B22 (from clone DKFZp586Fi 822) 2.9 

45 109313 AF153201 Hs,B6276 C2H2 (KmppeHype) zinc finger protein 13 

109341 AA213506 Hs.1 15099 EST 2.9 

109391 AL096858 Hs.184245 KIAA0929 proteh Msx2 interacting nuclear target (MINT) homolog 1.5 

109420 H63603 Hs.40408 homeo box CS 2.2 

109426 N30531 Hs.42215 protein phosphatase 1, regulatory subunit 6 3.0 

50 109429 AI16G029 Hs.61438 ESTs 1.9 

109445 AA232103 Hs.189915 ESTs 1.8 

109450 AB032969 Hs.173042 KIAA1143 proiein 3.7 

109468 NM 015310Hs.6763 KIAA0942 protein 3.2 

109478 AW074143 Hs.87134 ESTs 2,0 

55 109570 L40027 Hs.1 18890 glycogen synthase kinase 3 alpha 2.1 

109662 F02614 Hs,27319 ESTs 1.4 

109825 R71264 Hs.1679B ESTs 13 

110039 H11938 Hs.21907 hlstone acetylfransferase 2.0 

110056 AA503041 Hs.279009 matrix Gla protein 2.5 

60 110085 AA603840 Hs,29956 KIAA0460 protein 1.7 

110110 T07353 Hs.7948 ESTs 2.9 

110129 R51853 Hs.226429 ESTs, Weakly similarto ALU1 JHUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION 1.7 

110154 NMJ14521HS.17667 SH3-domain bir*g protein 4 4.2 

110240 AI668594 Hs.176588 ESTs, Weakly similar to CP4Y_HUMAN CYTOCHROME P4504A 11 PRECURSOR fH.saplens] 4.2 

65 110242 N41744 Hs.19978 CGI-30 protein 13 

110259 H28428 Hs.32406 ESTs, Weakly similar to I38022 hypothetical protein fj-i.sapiens] 2.2 

110312 BE256986 Hs.11896 hypotheiicai protein FLJ12089 2.1 
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110330 A128866S Hs.16621 DKFZP434I 116 protein 6.2 

110501 H55748 gb:yq94a01 ,s1 Soares fetal liverspleen 1NFLS Homo sapiens cDNA clone IMAGE:203400 3' 6.1 

110504 H55915 Hs.210859 hypothetical protein FLJ1 101 6 6.1 

110525 H57330 Hs.37430 EST 6.3 

5 110568 AK001160 Ks.5999 hypothetical protein FLJ1029B 1.3 

110S99 T975B6 Hs.16090 ESTs 1.8 

110705 ABOO7902 Hs.32168 KIAA0442 protein 1.6 

110742 AW190338 Hs.28029 hypothetical protein MGC11256 7.6 

110761 AL138077 Hs.16157 hypothetical protein FLJ1 2707 2.5 

10 110762 BE044245 Hs.30011 hypotliotical protein MGC2963 9.3 

110765 AK000322 Hs.1 3457 hypothetical protein FLJ2031 5 5,5 

110769 BE000831 Hs.23837 Homo sapiens cDNAFLJ1 1812 fis, clone HEMBA1 006364 2.1 

110799 AI0B9660 Hs.323401 dpy-30-like protein 1.5 

110805 T25B29 Hs.24048 FK506 binding protein precursor 6.6 

15 110813 AA767373 Hs.35669 ESTs, Moderately similar to ALU1_HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION 5.7 

110820 R33261 Hs.6614 ESTs, Weakly similar to A43932 mucin 2 precursor, intestinal [H.sapiens] 3.4 

110840 N31598 Hs.12727 hypothetical protein FLJ21 610 1.7 

110844 AI740792 Hs.167531 methylcrotonoyi-Coenzyms A carboxylase 2 (beta) 1.7 

110854 BE612992 Hs.27931 hypothetical protein FLJ10607,slmilartoglucosamine-phospiiate N-acetyliransferase 4.7 

20 1 1085S AA992380 gb:ot37g06,s1 SoaresJestisJJHT Homo sapiens cDNA clone 3' similar to contains element 2.3 

110885 BE384447 Hs.16034 hypothetical protein MGC1 31 86 3.5 

110897 AL117430 Hs.6B80- DKFZP434D156 protein 2,2 

110915 BE092285 Hs.29724 hypothetical protein FU 131 67 2,6 • 

110918 H04360 Hs.24283 ESTs, Moderately similar to reduced expression in cancer [H.sapiens] 1,9 

25 110958 NM_005864Hs.24W signal transduction protein (SH3 containing) 6.7 

110963 AK00218Q Hs.11449 DKF2P56401 23 protein 2.0 

110981 AK001980 Hs.24284 ADP-ribosyltransferase (NAD+; pdy(ADP-ribose) polymerase)* 2 1.3 
110984 AW613287 Hs.80120 UDP-N-acetyl-alpha-D-galactosamine:poIypeptide N-acetylgalactosamlnyllransferase 1 (GaINAc-T1) 1.8 

111125 N63823 Ns.269115 ESTs, Moderately similar to Z195„HUMAN ZINC FINGER PROTEIN 195 [H.sapiens] 3.6 

30 111132 AB037807 Hs.83293 hypothetical protein 2.1 

. 111164 N46180 Hs.122489 HomosapienscDNAFLJ13289fis,cloneOVARC1001170 2.3 

111172 R67419 Hs.21851 Homo sapiens CDNAFLJ12900 (is, clone NT2RP20Q4321 3.7 

111174 AL05016S Hs.26295 Homo sapiens mRNA; cDNA DKFZp586D1 122 (from clone DKFZp586D1 122) 7.5 

111179 AK000135 Hs.10760 asporin (LRR class 1) 7.1 

35 111184 AI815486 Hs.243901 Homo sapiens cDNA FLJ2073B fis, done HEP08257 6.7 

111184 A1815486 Hs.243901 Homo sapiens cDNA FLJ20738 fis, clone HE 3.3 

1 1 1 1 89 N67603 Hs,272130 ESTs, Weakly similar to S65824 reverse transcriptase homolog [H.sapiens] 3.6 

111216 AW139408 Hs,152940 ESTs 1.5 

111221 AB037782 Hs.15119 KIAA1361 protein 2,6 

40 111223 AA852773 Hs.334838 KIAA1866 protein 4.6 

111239 N90956 Hs.17230 hypothetical protein FLJ22087 7.9 

111285 AA778711 Hs.4310 eukaryotic translation initiation factor 1 A 6.9 

111299 AB033091 Hs.74313 K1AA1265 protein 5.0 

111312 A1523913 Hs,34504 ESTs 3.8 

45 111318 T99755 Hs.334728 ESTs 1.2 

111337 AA837396 Hs.263925 LIS1-in1eracting protein NUDE1, rat homolog 5.1 

111352 H5B589 Hs.35153 Homo sapiens cDNA FLJ11027 fis, clone PLACE10041 14 2.2 

111370 A147865B Hs.94631 brefeidin A-lnhlbifed cuanine nucleotlde-exchange protein 1 2.8 

111384 N94606 Hs.288969 HSCARG protein 2.2 

50 111389 AK000987 Hs.169111 oxidation resistance 1 2.1 

111391 NM_003896Hs,225939 sla!yltransferase9 (CMP-NeuAc:latfosylceramide alpha-2,3-sialyltransferase; GM3 synthase) 5.1 

111392 W4S342 Hs.325081 Homo sapiens, clone IMAGE:3659680, mRNA, partial cds 8.4 
111452 R02354 Hs,15999 ESTs 2.7 
111486 A1051194 Hs.227S78 EST 6.5 

55 111549 W9D63B Hs,20321 ESTs, Moderately similar to ZRF1_HUMAN ZUOTIN RELATED FACTOR-1 (M-PHASE 1.4 

1115B5 R10720 Hs.20670 EST 1.6 

- ■ 111627 R52656 Hs.21691 ESTs 1.6 

111870 AB037834 Hs.18685 Homo sapiens mRNA forKIAA1413 protein, partial cds 2.4 

111937 BE298665 Hs.14846 Homo sapiens mRNA; cDNA DKFZp564D016 (from clone DKFZp564D016) 10.6 

60 111944 AW083791 Hs.21263 suppressor of potassium transport defect 3 6,6 

111987 NMJ15310Hs.6763 KIAA0942 protein 5,1 

112134 R41823 Hs.7413 ESTs; calsynfenin-2 2,8 

112244 AB029000 Hs.70823 KIAA1077 protein 14.6 

112388 R46071 Hs.301693 Homo sapiens, done IMAGE:363B994, mRNA, partial cds 9.0 

65 112456 NM_016248Hs.232076 A kinase (PRKA) anchor protein 11 1.4 

1 12464 AW007287 Hs.26538 Homo sapiens cDNA: FLJ21086 fis, clone CAS03272 1.4 

112506 AI742756 Hs.26079 ESTs 3.2 
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112513 R6B425 Hs.13809 hypothetical protein FLJ10648 2.0 

112752 AK001635 Hs.14838 hypothatlcaJ protein FU 10773 1.8 

112884 AK000004 Hs.5013 Homo sapiens mRNA for FLJ00004 protein, partial cds 5.6 

112923 T10258 Hs.5037 EST 1.5 

112936 AW970826 Hs.6185 KSAA1557 protein 3.2 

112958 R61388 Hs.6724 ESTs 6.0 

1129S6 Z44718 Hs.1Q2548 glucocorticoid receptor DNA binding factor 1 6.4 

112976 AK000272 Hs.7099 hypothetical protein FLJ20265 1.2 

112395 AA737033 Hs.7155 ESTs, Moderately similar to 21 15357ATYKI protein [M.musoulus] 5.6 

112996 BE276112 Hs.7165 zinc finger protein 259 2.0 

113047 AI571940 Hs,7549 ESTs 1.9 

113049 AW965190 Hs.7560 Homo sapiens mRNA for KIAA1729 protein, partial cds 2.4 

113089 T40707 Hs.270862 ESTs 1.3 

11319B T57317 gb:yb51a03.s1 Stratagene fetal spleen (937205) Homo sapiens cDNActone IMAGE:74668 3', 1.7 

1 13248 T63857 gb:yc16e01 .s1 Stratagene lung (93721 0) Homo sapiens cDNA clone 3', mRNA sequence 2,8 

113254 AK002180 Hs.11449 DKFZP56401 23 protein 1.3 

113277 AW971049 Hs.11774 protein (pep'Jd/f-prolyf cls/trans Isomerase) NlMA-intemcttng, 4 (parvufri) 3.2 

113429 AA68B021 Hs.17980B ESTs 1.2 

113499 AI467906 Hs.68B2 ESTs 5.9 

113547 H59538 Hs.15233 ESTs 2.0 

113554 AW503990 Hs, 142442 HP1-BP74 3.6 

113647 AAS13887 Hs,188173 Homo sapiens cDNA FLJ121B7 fis, done MAMMA1 000831 1.3 

113702 T97307 gb:ye53h05,s1 Scares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:121497 3', 4.4 

113722 AVS5355S Hs.184411 albumin 1.3 

1 13759 AW499665 Hs.9456 SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 5 1.2 

113777 BE266947 Hs.10590 zinc linger protein 313 13.4 

1137B3 AL359588 Hs.7041 hypothetical protein DKFZp762B226 1.7 

113791 AI26909S Hs.135578 chitobiase, dl-N-acetyl- 1.3 

113808 W44735 Hs.928B Homo sapiens cDNA: FLJ21278 fis, clone COL01 832 3.3 

113811 8E207480 Hs.6994 Homo sapiens cDNA: FLJ22044 fis, clone HEP09141 3.1 

113817 H13325 Hs.332795 hypothetical protein DKFZp761 017121 3.2 

113826 AW376212 Hs.24809 hypothetical protein FLJ10B26 2.3 

113834 T26483 Hs.6059 EGF-containing fibulin-like extracellular matrix protein 2 11.3 

113868 W579D2 Hs.90744 proteasome(prosome,macropain)26Ssubunit,non-ATPase,11 2.7 

113870 AL079314 Hs,16537 hypothetical protein, similar to (U06944) PRAJA1 6.1 

113885 AW959486 Hs,21732 ESTs 6.6 

113923 AW953464 Hs.3849 hypothetical protein FLJ22041 similar to FK5QS binding proteins 1.9 

113989 W87544 Hs.268828 ESTs 1.2 

114022 AI539519 Hs.120969 Homo sapiens cDNA FLJ1 1562 fis, clone HEMDA1003197 5.4 

114030 AI825386 Hs.164476 hypothetical protect FLJ21939 similar 1o 5-azacytidhe Induced gene 2 9.4 

114060 AB029551 Hs.7910 RING1 and YY1 binding protein 1.8 

114195 AF017445 Hs.150926 fucose-1-phosphateguanytyltransferase 1.5 

114226 AB028968 Hs.7989 KIAA1045 protein 1.6 

114253 BE149B66 Hs.14B31 Homo sapiens, Similar to zinc finger protein 136 (clone pHZ-20), clone MGC:10647, mRNA, complete cds 2.3 

114262 AL117518 Hs.3686 KIAA0978 protein 1.4 

114275 AW515443 Hs.306117 KIAA030S protein 15.8 

114292 AI815395 Hs.164641 fatty acid desalurase 2 1.9 

114309 AA332453 Hs.20824 CGW5 protein 2.4 

114392 AA249590 Hs.100748 ESTs, Weakly similar to A28996 praline-rich protein M14 precursor - mouse JM.musculus] 1.8 

114407 BE533976 Hs.103305 Homo sapiens mRNA; cDNA DKFZp434B0425 (from clone DKFZp434B0425) 1.2 

114455 H37908 Hs.271616 ESTs, Weakly similar to ALUBJHUMAN ALU SUBFAMILY SX SEQUENCE 5.5 

114463 AL120247 Hs.40109 KIAA0872 protein 5.2 

1 14464 AI091713 Hs.106597 Homo sapiens, Simllarto RIKEN cDNA 1110012M11 gene, clone IMAGE:3688605, mRNA, partial cds1.2 
114471 AA028074 Hs.1Q4613 RP42 ricmolcq 1,8 
114480 BE066778 Hs.151678 UDP-N-acetyi-aipha-D-o,a!actosamine:polypeptide N-acetylgalactosaminyltransferase 6 (GalNAc-T6) 13.4 
114671 AA766268 Hs.266273 hypothetical protein FLJ 13346 1.9 

1 14698 AA4769B6 Hs.1 1 0857 potymerase (RNA) III (DNA directed) polypeptide K {1 2,3 kDa) 3.5 

114730 A5373544 Hs,331328 Intermediate filament protein syncollin 3,8 

114767 AIB59865 Hs.154443 mlnlchromosome maintenance deficient (S. cerevlslae) 4 1.6 

114774 AV656017 Hs.184325 CGI-76 protein 3.1 

114798 AA1591B1 Hs.54900 serologically defined colon cancer antigen 1 3.5 

114860 AL157545 Hs.42179 bromodomain and PHD finger containing, 3 4.3 

114895 AA236177 Hs.76591 KIAA08B7 protein 7.1 

114896 BE539101 Hs.5324 hypothetical protein 1.3 

114911 AA236672 gb:zl29f02,s1 Scares ovary tumor NbHOT Homo sapiens cDNA clone Hv)AGE:723771 3', mRNA sequence, 1,5 

114930 AA237022 Hs.188717 ESTs 2.0 

11493B AA242834 Hs.58384 ESTs 2.9 
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114965 A1733881 Hs.72472 BMP-R1B 2.3 

115023 AF10254B Hs,63931 dachshund (Drosophila) homolog 1.3 

11503a M252360 Hs.87968 toll-like receptors 1.6 

115051 AI751438 Hs.41271 Homo sapiens mRNA full length insert cDNA done EUROIMAGE 1913076 11.8 

5 115052 AA253314 Hs.154103 LIM protein (similar to tat protein kina 1.5 

115117 AI670S47 Hs.5324 hypothetical protein 1.5 

115121 AI634549 Hs,88155 ESTs 2.8 

115206 AW1B3695 Hs.186572 ESTs 2.5 

115221 AW365434 Hs.79741 hypothetical protein FLJ1D1 16 1.5 

10 115239 BE251328 Hs.73291 hypothetical protein FLJ10881 13 

115242 AI368236 Hs.263732 ESTs, Moderately similar to ALU1 JHUMAN ALU SUBFAMILY J SEQUENCE 1.4 

115278 AK002163 Hs.301724 hypothetical protein FLJ1 1301 1.5 

115285 AW972872 Hs.293736 ESTs 2.4 

115291 BE545072 Hs.122579 hypothetical protein FLJ10461 6.2 

15 115400 AI215069 Hs.69113 ESTs 6.6 

115468 AA314349 Hs.48499 tumor antigen SLP-Sp 7.4 

115471 AK001376 Hs.59346 hypothetical prc'ein FU10514 1.4 

115479 AW30160S Hs.278188 ESTs, Moderately similar to I54374 gene NF2 protein [H.sapiens] 4.0 

115496 AW247593 Hs.71819 eukaryotic translation initiation factor 4E binding protein 1 16.3 

20 115500 Y14443 Hs.88219 zinc finger protein 200 5.0 

115553 AJ275986 Hs.71414 transcription factor (SMIF gene) 2.5 

115581 AI540B42 Hs.61082 ESTs 6.1 

115587 BE081342 Hs.283037 HSPC039 protein 2.9 

116590 AA399477 Hs.67896 7-60 protein 5.3 

25 115645 N36110 Hs.305971 solute carrier family 2 (facilitated glucose transporter), member 10 4,7 

115652 BE093589 Hs.38178 hypothetical protein FLJ23468 10.6 

115655 AL048269 Hs,288544 Homo sapiens, clone MGC:1 6083, mRNA, complete cds 12.7 

115663 A1136785 Hs.40507 ESTs 2.0 

115676 AA953006 Hs.88143 ESTs 3.0 

30 115690 AA625132 Hs.44159 hypothetical protein FLJ21 515 1.7 

1 15693 AF231023 Hs.55173 cadherin, EGF LAG saven-pass G-type receptor 3, flamingo (Drosophila) homolog 6.8 

115715 BE395161 Hs.1390 proteasome (p-osome, macropain) subunit, beta type, 2 17 

115734 AS950339 Hs.40782 ESTs 2.6 

115811 NM_015434Hs.48604 DKFZP434B1 68 protein 2.1 

35 115823 A1732742 Hs.87440 ESTs 2.1 

■ 115837 AI675217 Hs.42761 ESTs 1.3 

115844 AI373062 Hs.332938 hypothetical protein MGC5370 4.4 

115866 AW062629 Hs.52081 KIAA0867 protein 7.2 

115875 N55669 Hs.333823 mitochondrial ribosomal protein L1 3 1.2 

40 115941 AI867451 Hs.46679 hypothetical protein FLJ20739 5.5 

115966 AB037753 Hs.62767 KIAA1 332 protein 9.8 

116003 BE275469 Hs,66493 Down syndrome critical region gene 5 1.4 

118011 AL359D53 Hs.57654 Homo sapiens mRNA full length insert cDNA clone EUROIMAGE 2005735 2.4 

116108 AA770B88 Hs.28777 H2A histone family, member L 1.8 

45 116134 BE243834 Hs.50441 CGI-04 protein 1.4 

116189 N35719 Hs,44749 ESTs, Moderately similar to TQQ358 hypothetical protein K1AA0684 |H.sapiens] 12 

116195 AWS21 113 Hs.72402 ESTs 2.1 

116238 AVS60717 Hs.47144 DKFZP5B6N0819 protein 17 

116246 AF265555 Hs.250646 baculoviral IAP repeat-containing 6 17 

50 116262 AI936442 Hs.59838 hypothetical protein FLJ10808 17 

116298 AI955411 Hs.94109 Homo sapiens cDNA FLJ13634 fis, clone PLACE101 1 133 19 

11631B AF097645 Hs.58570 deleted In cancer 1 ; RNA helicase HOB/DICE1 4.9 

116325 AI472106 Hs.49303 Homo sapiens cDNA FLJ11663 fis, done HEMBA1004631 1.4 

116336 AL133033 Hs.4084 KIAA1025 protein 19 

55 116339 AKO00290 Hs.44033 dipeptldy! peptidase 8 15 

116350 AA497129 Hs.1 84771 nuclear Factor l/C (CCAAT-bindlng transcription factor) 19 

116358 AI1495BB Hs.38125 interferon-induced protein 75, 52kD 1.9 

116365 N50174 Hs.46765 ESTs 6.1 

116368 N90466 Hs.71109 KIAA1229 protein 1.6 

60 116417 AW499664 Hs.124B4 Human clone 23826 mRNA sequence 7.4 

116436 AA161411 Hs.58668 chromosome 21 open reading frame 57 2.1 

116462 AF218313 Hs.236828 putative helicase RUV8L 1.5 

116470 AI272141 Hs.83484 SRY (sex determining region Y)-box 4 2.1 

116470 AI272141 Hs.83484 SRY (sax determining region Y)-box 4 1.2 

65 116575 AA312572 Hs.8241 phosphoinosltide-3-kinasB, regulatory subunit, polypeptide 1 (p85 alpha) 1.5 

116637 AKG01043 Hs.92033 integrin-linked kinase-assoclated serine/threonine phosphatase 2C 2.7 

116640 X89984 Hs.211563 B-cell CLL/lymphcma 7A 2.3 
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116700 AI800202 Hs.317589 hypothetical protein MGC10765 1.4 

116705 AW074819 Hs.12313 hypothetical protein FLJ145S6 3.4 

116732 AW1S2225 Hs.165909 ESTs, Weakly similarto I38022 hypothetical protein [H.sapiens] 2.9 

116921 AW068115 Hs.821 biglycan 8.3 

5 116926 H73608 Hs.290830 ESTs 1-7 

117034 U72209 Hs.180324 YY1 -associated factor 2 3.4 

117132 AI3S3666 Hs.42315 p10-blnding protein 5.2 

1 17247 N21 032 g b:yx46fD6.s1 Soares melanocyte 2NbHM Homo sapiens cDNA clone IMAGE:264603 3', mRNA sequence. 5,5 

117276 N711B3 Hs.121806 Homo sapiens CDNAFLJ11971 tis, clone HEMBB1Q01208 1.5 

10 117284 AK001701 Hs.183779 Homo sapiens cDNA FLJ1D590 sis, clone NT2RP2004392, weakiy similar to MNN4 PROTEIN 2.0 

117367 A1041793 Hs.42502 ESTs 2.0 

117368 AI878942 Hs.90336 ATPasa, H+ transporting, lysosomal (vacuolar proton pump), member J 2.1 
117382 AF1 50275 Hs.40173 ESTs 2.7 
117412 N32536 Hs,42645 solute carrier family 1 6 (monocarboxylic acid transporters), member 6 1.4 

15 117557 AF1 23050 Hs.44532 diubiqultln 3.4 

117588 N34895 Hs.44648 ESTs 3.4 

117745 BE294925 Hs.46680 CGI-12 protein 3.0 

117754 M121673 Hs.59757 zinc finger protein 281 1-9 

117879 N547D6 Hs,303025 chromosome 11 open reading frame 24 1.8 

20 117B81 AF161470 Hs.260622 butyrate-lnduced transcript 1 5.7 

117904 BE540675 Hs.332938 hypothetical protein MGC5370 5.9 

117911 AL137379 Hs.47125 hypothetical protein FLJ 1391 2 1.7 

117933 Y10518 Hs.116470 hypothetical protein FU20048 1.7 

1179B3 AL11024B Hs.47367 KIAA1785 protein 5.4 

25 118078 N54321 Hs.47790 EST 5,2 

118301 AA4539Q2 Hs,293264 ESTs 2,6 

118429 M243332 Hs.74649 cytochrome c oxidase suburtit Vic 2.5 

118472 AL157545 Hs.42179 bromodomain and PHD finger containing, 3 4.1 

118488 AJ277275 Hs.50102 rapa-2(rapagene) 1.2 

30 118509 N22617 Hs.43228 Homo sapiens CDNAFU1 1835 fis, clone HEMBA100S595 1.5 

. 118528 AI949952 Hs.49397 ESTs 7.4 

118656 AI458020 Hs.293287 ESTs 2.5 

118670 AA332645 Hs,152618 ESTs, Moderately similar to ZN91_HUMAN ZINC FINGER PROTEIN 91 [H.sapiens] 1.2 

118698 AB033113 Hs.50187 KIAA1287 protein 2.1 

35 118737 AA199686 gb:zq75g09.r1 Stratagene hNT neuron (937233) Homo sapiens cDNA clone IMAGE:64748B £' 5.2 

1 18925 N9Z293 Hs.205832 ESTs, Moderately similar to ALU8 J-tUMAN ALU SUBFAMILY SX SEQUENCE CONTAMINATION 1 .4 

1 189B4 AI668709 Hs.240722 ESTs, Moderately similar to ALU8JHUMAN ALU SUBFAMILY SX SEQUENCE CONTAMINATION 3.6 

118986 AF148713 H&.1 25830 bladder cancer overexpressed protein 4.6 

119206 W24781 Hs.293798 KIAA1710 protein 1.7 

40 119235 AW453069 Hs.3657 activity-dependent neuroprotective protein 2.2 

119235 AW453069 Hs.3657 activity-dependent neuroprotective prate 16 

119265 BE539706 Hs.2B5363 ESTs ' 1.4 

119279 N57568 Hs.48028 EST 25.1 

119298 NM_001241Hs.155478 cyclin T2 1.6 

45 11933B AI417240 Hs.320836 ESTs, Weakly similar to A47582 B-cell growth factor precursor [H.sapiens] 1.3 

119349 T65004 Hs.1 63561 ESTs 8.4 

119403 AL1 17554 Hs.1 19908 nucleolar protein NOP5yNOP58 6.7 

119478 AI624342 Hs.1 70042 ESTs 2.4 

119485 AI796730 Hs.55513 ESTs 2.1 

50 119513 W37933 Empirically selected from AFFX single probeset 1.9 

119601 AKO0O155 Hs.916B4 Homo sapiens mRNA; cDNADKFZp667!103 (from clone DKFZp667l103) 3.7 

1 1 9602 AW675298 Hs.233694 hypothetical protein FLJ1 1 350 3.0 
119676 AA243837 Hs,57787 ESTs 1.4 
119682 W61019 Hs.57811 ESTs 1.2 

55 119774 AB032977 Hs.6298 KIAA1151 protein 1.8 

119780 NM_016625Hs.191381 hypothetical protein 3.1 

119789 BE393948 Hs,50915 kalllkrein 5 (KLK5; KLK-L2; slratum comeum tryptic enzyme) 9.2 

119805 AJ223810 Hs.43213 ESTs, Weakly similar to IEFS_HUMAN TRANSFORMATION-SENSITIVE PROTEIN IEF SSP 3,6 

119818 AA130970 Hs.58382 hypothetical protein FLJ11101 2.5 

60 119863 AA081218 HS.5B608 Homo sapiens CDNAFLJ14206 fis, clone NT2RP30031 57 2.7 

119905 AW449054 Hs.119571 collagen, type 111, alpha 1 (Ehlere-Danlos syndrome type IV, autosomal dominant) 2.6 

119966 AA703129 Hs.5B963 ESTs 2.7 

120132 W57554 Hs.125019 lymphoid nuclear protein (LAF-4) mRNA 1.2 

120206 H26735 Hs.91668 Homo sapiens clone PP1498 unknown mRNA 45.7 

65 120248 A1924294 Hs.173259 uncharacterized bone manow protein BM033 1 1-2 

120253 AA131376 Hs.326401 fibroblast growth factor 12B 38.9 

120269 AW131940 Hs.104030 ESTs 9.6 
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120274 AA177051 gb:nc02a02.s1 NCl_CGAP_Pr3 Homo sapiens oDNA clone 1MAGE:194 similar to contains Alu 4.6 

1 20260 AA1 90577 gb;zp52g02.s1 Stralagene HeLa cell s3 93721 6 Homo sapiens cDNA clone 3', mRNA sequence 2.0 

120296 AW995911 Hs.299883' hypothetical protein FLJ23399 1.8 

120297 AA191384 Hs.104072 ESTs, Weakly similar to Z1 95_HUMAN ZINC FINGER PROTEIN 195 [H.saplens] 15.2 
5 120324 AA195517 Hs.191643 ESTs 5.5 

120325 AA195S51 Hs.104106 ESTs 6.4 

120327 AK000292 Hs.278732 hypothetical protein FLJ20285 1 6.1 

120336 N85785 Hs.181165 eukaryotic translation elongation factor 1 alpha 1 2.9 

120342 AW450669 Hs.4SQ6B hypothetical protein DKFZp434l143 5.7 

10 120345 AA210722 Hs.104158 ESTs 4,5 

120349 AW969481 Hs.55189 hypothetical protein 16.8 

120352 R08859 Hs.193172 ESTs, Weakly similar to I3B022 hypothetical protein [H.saplens] 5.0 

120356 AF000545 Hs.296433 putative purinerglc receptor 28.1 

120371 AA219305 Hs.104196 EST 12.4 

15 120382 AA228026 Hs.38774 ESTs 4.0 

120383 AL109963 Hs.123122 FSH primary respcnse (LRPR1, rat) homolog 1 9.7 

120386 AW969665 Hs,1 54848 hypothetical protein DKFZp434D0127 32.6 

120388 AA232B74 Hs.1 04245 ESTs 3.1 

120389 AW967985 Hs.325572 ESTs, Moderately similar to ALU7_HUMAN ALU SUBFAMILY SQ SEQUENCE CONTAMINATION 2 1.7 
20 120396 AA134006 Hs.79306 eukaryotic translation initiation factor4E 12.5 

120404 AB023230 Hs.96427 KIAA1013 protein 7.2 

120418 AW966893 Hs.26613 Homo sapiens mRNA; cDNA DKFZp586F1323 (from clone DKFZp586F1323) 11.4 

120423 AA23B453 Hs.18978 Homo sapiens cDNA: FLJ22822 fls, clone KAIA3968 1.9 

120472 AI950087 gb:wq05cQ2.x1 NCI_CGAP_Kid12 Homo sapiens cDNA clone 3', mRNA sequence 19.4 

25 120473 AA251973 Hs.269988 ESTs 5.4 

120484 AA253170 Hs.96473 EST 10.4 

120504 AA256837 gb:zr84d10.s1 Scares NhHMPu_S1 Homo sapiens cDNA clone IMAG&682367 3', mRNA sequence, 3.9 

. 120509 BE047718 Hs.96545 ESTs 9.4 

120520 AA258601 Hs.161731 EST 2.4 

30 120535 BE350244 Hs.96547 ESTs 2.5 

120551 AA279160 Hs.111407 Homo sapiens, clone IMAGE:3613029, mRNA, partial cds 5,2 

120570 AA280679 Hs.271445 ESTs, Weakly similar to ALU1_HUty[AN ALU SUBFAMILY J SEQUENCE CONTAMINATION 14.4 

120582 BE244830 Hs.284228 ZNF135*e protein 10.2 

■ 120590 AW372799 Hs.125790 leuclne-rich repeat-containing 2 

35 120596 AA282074 Hs.237323 N 

120619 AW965339 Hs.1 11 471 ESTs 

120624 AW4D7987 Hs.173518 M-phasef , . 

1 20639 AA286942 gb:zs56f05.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:701505 3' similar to contains Alu2,4 

12064B AA287095 Hs.140303 Homo sapiens, clone IMAGE:3677194, mRNA, partial cds 5,0 

40 120653 AW063659 Hs.191649 ESTs 2,2 

120668 AW969638 Hs.1 12318 6.2 kd protein 2,2 

120669 BE536739 Hs.109909 ESTs 1,9 

1 20695 AA976503 gb:oq30a04,s 1 NC! CGAP GC4 Homo sapiens cDNA clone 3' similar to contains PTR7.H PTR7 46.8 

120695 AI821539 Hs.97249 ESTs 2.5 

45 120713 AW449855 Hs.96557 Homo sapiens cDNA FLJ 12727 fis, clone NT2RP2000027 5.9 

120718 AA292747 Hs.97296 ESTs 2.9 

120750 AI191410 Hs.96693 ESTs, Moderately similar to 21 09260A B cell growth factor [H.saplens] 7.0 

120774 A160B909 Hs.193985 ESTs 7.8 

120807 AA346385 Hs.30002 SH3-containing protein SH3GLB2; KIAA1 848 protein 6.8 

5 O 1 208O9 AA346495 gb:EST52657 Fetal heart II Homo sapiens cDNA 3' end similar to EST containing O family repeat, 4.4 

120938 AA386260 Hs.104632 EST 4.4 

120977 AA398155 Hs.97600 ESTs 4.4 

120984 BE262951 Hs,99052 ESTs 5.6 

120985 AI219B96 Hs.97592 ESTs 12 
55 121011 AA398360 Hs.97608 EST 3.1 

121026 AI439713 Hs.165295 ESTs 3.5 

' 121081 AA398721 Hs.186749 ESTs, Highly similar to 137550 mismatch repair protein MSH2 [H.sapbns] 5.4 

121133 AA363307 Hs.97032 ESTs 3.7 

121176 AL121523 Hs.97774 ESTs 1.7 

60 121223 A10021 10 Hs.97169 ESTs, Weakly similar to dJ6G7H12.2.1 [H.sapiens] 2.9 

121320 AA403008 Hs.301927 c6.1A 1.9 

121340 AW956981 Hs.97910 Homo sapiens cDNA FLJ13383 (is, clone PLACE1001024 3.5. 

121408 AA406137 Hs.9B019 EST 6.0 

121439 AA410190 Hs.98076 ESTs, Weakly similar to A47582 B-cell growth factor precursor [H.sapiens] 7.4 

65 121450 AA406430 Hs.105362 Homo sapiens, clone MGC:18257, mRNA, complete cds 6.9 

121452 AW9710B3 Hs.292882 ESTs 1.B 

121455 H5B306 Hs.15165 retinoic acid induced 14 10.5 
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121457 W07404 Hs. 1 44502 hypothetical protein FLJ22055 3.4 

121496 AA442224 Hs.97900 ESTs 14.4 

121505 M494172 Hs.194417 ESTs 13.1 

121508 AA402515 Hs.97887 ESTs 28.0 

121513 AA416653 Hs.181510 ESTs 6.2 

121514 AA412112 g b:zt69b02.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGR727563 3\ mRNAsequence. 2.6 
121549 AA412477 Hs,98142 EST 7,4 

1 21 558 AA41 2497 gb:zt95g 1 2,s1 SoaresJestisJJHT Homo sapiens cDMA clone IMAGE:730150 3' similar to contains2.8 

121577 M411970 Hs.9809B EST 3.5 

121581 M416568 gb:zu05c10,s1 Soares_testls_NHT Homo sapiens cDNA clone 3', mRNA sequence 6.1 

121589 AD001523 Hs.89718 spermine synthase 3.9 

121594 AA62S010 Hs.98247 ESTs 2.2 

121622 AA416931 Hs.126055 ESTs 4.2, 

121655 AA421537 Hs.17B072 Homo sapiens mRNA; cDNA DKFZp434B1023 {from clone DKFZp434B1023) 7.8 

121682 AA418160 Hs,86043 Homo sapiens cDNA RJ13558 fis, clone PLACE1007743 2.0 

121690 AV66Q305 Hs.110286 ESTs 4.7 

121706 U55184 Hs,154145 hypothetical protein FU11565 12.7 

121714 M419225 Hs.98269 Homo sapiens cDNA FLJ1 1953 fis, clone HEMBB100DB83 8.1 

121729 AI943597 Hs.98325 ESTs 1.6 

121731 AA421041 Hs.180744 ESTs 4.0 

' 121744 M398784 Hs,97514 ESTs 7.1 

121748 BE536911 Hs.234545 hypothetical protein NUF2R ' 19.5 

121773 AB033022 Hs.158654 KIAA1 196 protein 7.9 

121775 M421773 Hs.161008 ESTs 1.7 

121776 AA292579 Hs.125133 hypothetical protein FLJ22501 6,6 
121786 AI810774 Hs.98376 ESTs 10.5 
121832 AW340797 Hs.98434 ESTs 5.8 
121836 AA328348 Hs.218289 ESTs 3,8 
121B39 AA425691 Hs.191506 ESTs, Highly similar to KIAA1 048 protein [H.sspiens] 6.0 
121842 AF027406 Hs. 104865 serine/threonine kinase 23 2.7 
121847 M446623 Hs.2799 cartilage linking protein 1 2.3 
121871 AW972668 Hs,293044 ESTs 2.9 
121882 AA426376 Hs.98459 ESTs 5.0 
121911 AA427950 gb:zw50f02.s1 SoaresJotaLfetus_Nb2HFB„9w Homo sapiens cDNA clone IMAGE:773499 3' 7.2 
121915 AA428179 Hs.223405 ESTs, Moderately similar to A46010 X-linked retinopathy protein [H.saplens] 2.5 
121935 AA428647 Hs.98611 EST 2.3 
121983 AA298760 Hs.180191 hypothetical protein FLJ14904 3.4 
121985 AI862570 Hs.299214 Homo sapiens, clone 1MAGE:2B22295, mRNA, partial cds 11.4 
121995 AA2108S3 Hs.3532 nemo-like kinase 3.8 
121999 AA430211 Hs.98668 EST 6.4 
122009 AW292763 Hs.1 60822 Homo sapiens cDNA: FLJ20863 fis, clone ADKA01B04 2.2 
122013 AA431085 Hs.98706 ESTs 6.5 
122036 W92142 Hs.271963 ESTs, Weakly similar to ALU5„HUMAN ALU SUBFAMILY SC SEQUENCE CONTAMINATION 13.1 
122050 A1453076 Hs.166109 EUV (embryonic lethal, abnormal vision, Drosophila)-like 2 9.1 
122060 AA431738 Hs.9B750 EST 13.1 
122114 AW161023 Hs.104921 ESTs 1,5 

1 221 BB AA39883B gb:zi80d0l ,r1 Soaresjestis JIHT Homo sapiens cDNA clone 5', mRNA sequence 3.3 

122204 AA435936 Hs.98842 EST 5,6 

. 122246 AA329550 Hs.29417 HCF-bindlng transcription factor Zhangfei 5.1 

122257 AA436819 Hs.98B99 ESTs 5.6 

122302 AA441801 Hs.104947 ESTs 5.8 

122341 AW601969 Hs.99010 hypothetical protein FLJ22263 similar to nuclear receptor-binding SET-domain protein 1 . 2.0 

122356 AA443794 Hs.98390 ESTs 7.3 

122369 AA443985 Hs.303222 ESTs 12.2 

122371 AA868555 Hs.178222 ESTs 5.0 

122372 AA446008 Hs.336677 EST 7.6 
122378 AB032948 Hs.21356 hypothetical protein DKFZp762K2015 2.5 
122405 AA446572 Hs.303223 EST 2.B 
122412 AA446B69 Hs.119316 ESTs 7.3 

122415 AA446918 Hs.99088 EST 1.9 

122416 AA446966 Hs.99090 ESTs, Moderately similar to similar to KIAA0766 [H.sapiens] 6.8 
122440 AW505139 Hs.9460 Homo sapiens mRNA; cDNA DKFZp547C244 (from clone DKFZp547C244) 2.6 
122446 AA447603 Hs,99123 EST 1.B 
122448 AA447626 Hs.99127 EST 3.5 
12245B AI266159 HS.1049BO ESTs 1.5 
122460 AW418788 HS.9914B ESTs, Weakly similar to S43569 R01 H 1 0.6 protein - Caenorhabditis etegans [C.elegans] 9.7 
122464 AA448158 Hs.99152 EST 4.8 
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122490 AA448349 Hs.238151 EST 

122492 AA448417 Hs.104930 ESTs 

122502 AA2G4969 Hs,234863 Homo sapiens cDNA FU12082 fis, clone HEMBB1002492 

122510 AA449232 Hs,99195 ESTs 

122530 AW959741 Hs.40358 adaptor-related protein complex 1, sigma 2 subunit 

122547 AA779725 Hs.164589 ESTs 

122555 AA194055 Hs.293858 ESTs 

122570 AA452578 Hs,262907 ESTs 

122572 AA452601 Hs.99287 EST 

122586 AK001910 Hs.99303 Homo sapiens cDNA FLJ11048 fis, clone PLACE1004516 

122587 AB040893 Hs.6968 KIAA1 460 protein 

122598 AI028173 Hs.99329 ESTs 

122599 AL355841 Hs.99330 hypothetical protein FLJ2358B 
122602 AA411925 Hs.301S60 ESTs 

122607 M453518 Hs,98023 ESTs 

122814 M453630 Hs.99339 EST 

122616 AA453638 Hs.161873 ESTs 

122617 A1681535 Hs.148135 serineflhreonine kinase 33 



122618 AA453641 gb:zx48e06.s1 Soares_testis_NHT Homo sapiens cDNA clone 3', mRNA sequence 31.1 

122822 AA453987 Hs.144802 ESTs 6.6 

122717 AA456859 Hs,178358 ESTs 8.5 

122762 A1376875 Hs.105119 ESTs 10.4 

122829 AW204530 Hs.99500 ESTs 81.8 

122834 M461492 Hs.93545 Homo sapiens cDNA FU10658 fis, clone NT2RP2QQ6052 3.6 

122836 AA460581 Hs.290996 ESTs 4.5 

122837 AA461509 Hs.293565 ESTs, Weakly similar to putative p150 [H.sapiens] 2.7 

122838 M460584 Hs.334386 ESTs 75.3 
122854 AA600235 Hs.9625 NIMA (never in mitosis gene a)-related kinase 6 7.7 
122356 AI929374 Hs.75367 Src-!ike-adapter 5.8 
122861 M335721 Hs.119394 ESTs 1-3 
122866 BE539656 Hs.283705 ESTs 4.1 
122868 AF005216 Hs.115541 Janus kinase 2 (a protein tyrosine kinase) 5.3 
122870 AW576312 Hs.318722 Homo sapiens cDN'A: FLJ21768 fis, clone COLF7179 9-9 
122872 AW0B1394 Hs.97103 ESTs 5.3 
122879 AA769410 Hs.123654 ESTs 13.9 
122907 AA470074 Hs.169896 ESTs ■ 11.5 
122916 AA470140 Hs.229170 EST 1-7 
122981 AA478951 Hs.105629 ESTs 5.0 
123013 AW968324 Hs.17384 ESTs 15.4 
123016 AW338067 Hs.323231 Homo sapiens cDNA FLJ1 1946 fis, ctaie i IEMBB1000709 2.8 
123034 AL359571 Hs,44054 ninein (GSK3B Interacting protein) 8.7 
123072 AI3B2B00 Hs.104308 ESTs, Weakly similar to KIAA1395 protein [H.sapiens] 8.8 
123082 AA4B5360 Ha.105661 ESTs 3.9 
123088 AI343S52 Hs.105667 ESTs 3.8 
123110 AA486256 Hs.193510 EST 7.4 
123114 BE304942 Hs.265848 myomegalin 2.8 

123131 T52027 Hs.271795 ESTs, Weakly similar to I38022 hypothetical protein [H.sapiens] 2.4 

123132 A1061582 Hs.324179 Homo sapiens CDNAFLJ12371 fis, clone MAMMA10D2434 15.6 
123136 AW451999 Hs.194024 ESTs 5.1 
123149 A1734179 Hs.105676 ESTs 23.8 
123152 AW601773 Hs.270259 ESTs 5,2 

123258 AA490929 Hs.105274 ESTs, Weakly similar to RMS1 HUMAN REGULATOR OF MITOTIC SPINDLE ASSEMBLY 1 [H.sapiens] 9.3 

123315 AA49S369 gb:zv37d10.s1 Soares ovary tumor NbHOT Homo sapiens cDNA clone IMAGE:755B27 3' similar to4.1 

123369 AA504757 Hs. 105738 ESTs 6-9 

123394 AA731404 Hs.105510 ESTs 3-6 

123433 AW450922 Hs.1 12478 ESTs 3,7 

123466 AA599042 Hs.112503 EST 7.4 

123470 AW303285 Hs.3D3632 Human DNA sequence from clone RP11-110H4 on chromosome 5 Contains a pseudogene similar to 3.5 

123471 AB021644 Hs.197219 zinc finger protein 14 (KOX6) 5,2 
123475 BE439553 Hs.250528 Homo sapiens, clone ]MAGE:4098694, mRNA, partial cds 1 .7 
123482 N95059 Hs.55098 ESTs 16 
123486 BE019072 Hs.334802 Homo sapiens cDNA FLJ14680 fis, clone NT2RP2004242, weakly similar to 2.4 
123508 AW380388 Hs.155546 K1AA1080 protein; Golgi-associated, garhma-adaptin ear containing, ARF-bindlng protein 2 2,2 
123615 AA609170 gb:af12a12.s1 Soares_testls_NHT Homo sapiens cDNA clone 3', mRNA sequence 7.8 
123319 AA602964 gb:no97c02,s1 NCI_CGAP_Pr2 Homo sapiens cDNA clone, mRNA sequence 2.8 

1 23658 AA609364 gb:zu71dQ9.s1 SoaresJestisJJHT Homo sapiens cDNA clone IMAGE:743441 3' similar to contains Alu, 1 .7 

123674 AI269609 Hs.105187 kinesin protein 9 gene 5.7 
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123735 NM_013241Hs.95231 FH1/FH2 domain-containing protein 10.0 

12373S AA609891 Hs.112777 EST 5.2 

123753 AA609955 Hs.234961 Huntlngtin interacting protein E 30.6 

123804 AA620454 Hs,261915 EST, Weakly similar to S65657 atpha-1 C-acJrenergic receptor spiics form 2 [H.sapiens] 2.1 
5 123811 AA62D586 gb:ae60g05,s1 Stratagene lung carcinoma 93721B Homo sapiens cDNA dene )MAGE:951320 3' 2.7 

123951 AB012922 Hs.173043 metastasis-associated 1 -like 1 6.2 

123983 AJ272267 Hs.146178 choline dehydrogenase . 4.4 

124001 L42542 Hs.75447 ralA binding protein 1 7.0 

124006 AI147155 Hs,27C016 ESTs 8.1 

10 124070 AI950314 Hs.154762 H1V-1 rev binding protein 2 3.7 

124074 H05635 Hs.294030 topolsomerase-related function protein 4-2 1.2 

124178 BE463721 Hs.97101 putative G protein-coupled receptor 3.1 

124203 AA372796 Hs.269339 ESTs, Weakly similar to AF161356 1 HSPC093 [H.sapiens] 5.7 

124352 AA640891 Hs.10240B ESTs 3.1 

15 124375 D87454 Hs.19298S KIAA0265 protein 3.5 

1243S5 AI267847 gb:aq43a10.x1 Stanley Frontal NB pool 2 Homo sapiens cDNA clone similar to contains 57.1 

124390 AA317338 Hs,7535 COBW-like protein 2.8 

124391 AF155099 Hs.279780 NY-REN-1 8 antigen 7.1 
124417 N34059 gb;yv28h09.s1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA done 3' similar to contains Alu 3.3 

20 124428 H13540 Hs.82202 ribosomal protein L17 2.9 

124440 AA532519 Hs.129043 Human DNA sequence from clone 989H11 on chromosome 22q13, 1-13.2. Contains part of a 7.8 

12446S R10084 Hs.1 13319 kinesin heavy chain member 2 2.6 
124482 N53935 gb;yv59d09.s1 Soares fetal liverspleen 1NFLS Homo sapiens cDNA done 3', mRNA sequence 7.9 

124498 H79433 Hs.268997 ESTs 7.8 

25 124515 AA669097 Hs.10D370 ESTs 3.3 

124608 N71076 Hs.102800 ESTs, Weakly similar to neuronal thread protein AD7c-NTP [Ksaplens] 4.5 

124631 NMJ)14053Hs.270594 FLVCR protein 3.2 

124634 AI765123 Hs.143671 Homo sapiens cDNA FL/13533 fis, done PLACE1C06371 5.8 

124637 AA1 60474 Hs.75798 hypothetical protein 9.3 

30 124642 AW968856 Hs,278569 sorting nexin 17 3.5 

124649 N92593 Hs.313054 ESTs 6.1 

124656 AW297702 Hs.102915 ESTs 8.3 

124661 R48170 Hs.78433 EphB1 5.6 
124683 AA381661 Hs.119878 ESTs, Weakly similar to M3K9_HUMAN MITOGEN-ACTIVATED PROTEIN KINASE KINASE 7.9 

35 124712 R09166 Hs.191148 ESTs 5.7 

124735 R22952 Hs.268685 ESTs 11.3 

124761 AA374756 Hs.93560 Homo sapiens mRNA for KIAA1771 protein, partial cds 9.0 

124768 AW36852B Hs. 100855 ESTs 8.1 

124775 R41772 Hs.100878 ESTs 4.9 

40 124777 R41933 Hs.140237 ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAMILY J SEQUENCE 2.8 

124788 R43543 Hs.100912 Homo sapiens cDNA: FLJ22726 fis, done HS115005 5.1 

124809 AL355722 Hs.10S875 Homo sapiens EST from done 35214. full insert 4.2 

124811 R46068 Hs.2BB912 hypothetical protein FLJ22604 14.2 

124812 R47948 HS.18B732 ESTs 7.9 
45 124822 AA418160 Hs.86043 Homo sapiens cDNA FLJ1355B fis, done PLACE1007743 6.5 

124825 AA501659 Hs.336693 ESTs 2.3 

124833 AW975868 Hs.294100 ESTs 2.7 

124857 R63652 Hs.137190 ESTs 2.3 

124860 R65763 Hs.101477 EST 23.9 

50 124863 A1362555 Hs.127950 bromodomain-corstaining 1 2.0 

124876 AF1 35422 Hs.27059 GDP-mannosepyfophosphorylaseA 4.4 

124876 BE397530 Hs.288057 hypothetical protein FLJ22242 2.7 

124902 H37941 Hs.101883 ESTs 5.7 

124903 AW296713 Hs.221441 ESTs 32.4 
55 124930 AI076343 Hs.173939 ESTs, Weakly similar to ALUBJHUMAN lill ALU CLASS B WARNING EMTRY II! [H.sapiens] 22.8 

'124942 R99978 Hs.268892 ESTs, Moderately similar to B34087 hypothetical protein [H.sapiens] 6,1 

12495B A1078645 Hs.431 murine leukemia viral (bmi-1) oncogene homolog 1.9 

124980 T40841 Hs.98681 ESTs 4.5 

125002 T59338 Hs.269463 ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION 4.9 

60 125047 T79815 Hs.279793 ESTs 5.0 

125051 T79956 Hs.100588 EST 135.3 ' 

12505S T81310 Hs.100592 ESTs 5.4 

125101 AI472068 Hs.286236 KIAA1 856 protein 5.6 

125113 T96595 Hs.302270 ESTs, Weakly similar to ALUF_HUMAN lilt ALU CLASS F WARNING ENTRY 111 [H.saplens] 1,8 

65 125115 T97341 gb:ye57e05.s1 Soares fetal liverspleen 1NFLS Homo sapiens cDNA done IMAGE:121856 3' simllarto 9.6 

125125 AI222382 Hs.240767 Human DNA sequence from clone RP1-12G14 on chromosome 6q24.1-25.2. Contains the 5' end of the gene 1.5 

125147 W38150 Empirically selected from AFFX single probeset 1.7 
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125161 W44657 Hs.144232 EST ™-' 

125249 AA630663 Hs.131375 ESTs, Moderately similar to ALUB_HUMAN III! ALU CLASS B WARNING ENTRY ]!! [H.sapiens] 1.3 

125255 AF098162 Hs.118631 timeless (OrosopHa) liomolog 9-4 

125279 AW401 809 Hs.4779 KIAA1150 protein 1.5 

125230 AI123705 Hs.106932 ESTs 8.0 

125298 AW972542 Hs.28900B Homo sapienscONA: FLJ21814 fis, clone HEP01068 1.5 

125560 AW292171 Hs.23978 scaffold attachment factor B 5.9 

125827 NM_0Q3403Hs.97496 YY1 transcription factor 1.2 

125891 U29589 Hs.7136 cholinergic receptor, muscarinic 3 6.4 

126005 AW409701 Hs.1578 bacuiovirallAP repeat-containing 5 (survivln) 14,3 

125202 AA157632 Hs.272630 vacuolar proton pump delta polypeptide 2,4 

12S595 AA643322 Hs.172028 a dlslntegnn and metalloproteinase domain 10 9.1 

127050 AW4110SB Hs.274351 CGl-89 protein 17-0 

127274 AW9B615B Hs.5B582 Homo sapiens cDNA FLJ12789 lis, clone NT2RP2001947 12,8 

128355 AW293012 Hs.1B1623 ESTs 7.3 

12B493 D87466 Hs.2401 12 KIAA0276 protein 3.1 

128493 DB7466 Hs.240112 KSAA0276 protein 1.3 

128522 BE173977 Hs.10098 putative nucleolar RNA helicase 9,4 

1 28527 AA504583 Hs.1 01047 transcription factor 3 (E2A immunoglobulin enhancer binding factors E12/E47) 1 .5 

12B528 R39234 Hs.2516S9 ESTs, Weakly similar to IDN4-GGTR14 [H.sapiens] 2.8 

128595 U31875 Hs.272499 short-chain alcohol dehydrogenase family member 12.1 

12B599 NMJ}15356Hs.102336 Rho GTPase activating protein 8 2.3 

128604 AI879099 Hs.102397 GlOT-3 for gonadotropin Inducible franscnptlort reprsssor-3 ■ 1.3 

12860B BE267994 Hs.102419 zinc finger protein 7,1 

128025 AB037641 Hs.1 02652 hypothetical proteh ASM . 1.3 

128629 AL096748 Hs.1 02708 DKFZP434AQ43 protein 3.2 

128639 AW582962 Hs.102897 CG147 protein 2.0 

128656 AA45B542 Hs.10326 coatomer protein complex, subunitepsllon 1.4 

128656 AA456542 Hs.10326 coatomer protein complex, subunitepsllo 1.3 

1 28658 BE397354 Hs.324830 diptheria toxin resistance protein required for diphthamide biosynthesis fSaccharomyces)-like 2 2.4 

128670 AA975486 Hs.103441 Homo sapiens, Sirr.ilarfo RIKEN cDNA 1700010L19 gene, clone MGC:16214, mRNA, complete cds 7.1 

128691 W27939 Hs.103834 hypothetical protein MGC5576 7.7 

123693 BE081143 Hs.225977 nuclear receptor coaciivator 3 3.8 

128700 Y15221 Hs.103982 small inducible cytokine subfamily B (Cys-X-Cys), member 1 1 1.6 

128714 T85231 Hs.179661 tubulin, beta 5 7.6 

128717 AK001564 Hs.104222 hypothetical protein FLJ10702 5.5 

128733 BE147740 Hs.104558 ESTs, Moderately similar to I3BQ22 hypothetical protein [H.sapiens] 2.7 

128737 AF292100 Hs.104613 RP42homolog 2,8 

128742 AA307211 Hs,251531 proteasome (prosome, macropain} subunlt, alpha type, 4 4.4 

128746 AI470163 Hs.323342 actin related protein 2/3 complex, subunit 4 (20 kD) 2.2 

128747 AB027249 Hs.104741 PDZ-binding kinase; T-cell originated protein kinase 2.8 
128772 BE302796 Hs.105097 thymidine kinase 1, soluble 6.3 
128781 N71826 Hs.105465 small nuclear ribonucleoprotein polypeptide F 53.9 
128797 NM_002975Hs.1O5927 stem cell arowth facton lymphocyte secreted Otype lectin 13.3 
128806 AW630942 Hs.1060S1 RD RNA-binding protein 2.6 
128814 AW248431 Hs.256526 nuclear prelamin A recognition factor 2.2 
128830 BE281170 Hs.106357 vaiosin-conlaining protein 5.9 
128835 AK001731 Hs.1O6390 Homo sapiens mRNA; cDNA DKFZp586H0924 (from clons DKFZp5BBHD924) 1,6 
128854 BE1591B1 Hs.168232 hypothetical protein FLJ 13855 2.2 
128854 BE159181 Hs.168232 hypothetical protein FU13855 1-9 
128868 AA419008 Hs.106730 chromosome 22 open reading frame 3 3.0 
128868 AA419D08 Hs.106730 chromosome 22 open reading frame 3 2,2 
128871 AF189723 Hs.106778 ATPase, Ca++ transporting, type 2C, member 1 1.5 
128891 F34856 Hs.292457 Homo sapiens, clone MGC:16362, mRNA, complete cds 13.3 
12890B R57988 Hs,10705 epithelial protein lost In neoplasm beta 4.7 
128920 AA622037 Hs.166468 programmed cell death 5 1-4 
128925 R67419 Hs.21B51 Homo sapiens cDNA FLJ12900 fis, clone NT2RP2004321 1.9 
128946 Y13153 Hs.107318 kynurenlne 3-mcnooxygenase (kynurenine 3-hydroxylase) 7.2 
128949 AA009647 Hs.8850 a disintegrin and rnetailoproteinase domain 12 (meltrin alpha) (ADAM-12) 2.4 

128958 AW139032 Hs.107376 hypothetical protein DKFZp434N035 1.3 

128959 AI580127 Hs.107381 hypothetical protein FLJ 11 200 10.9 
128965 AW150697 Hs.1 07418 ESTs 1.4 
128970 A1375672 Hs.165028 ESTs 1.3 
128975 BE560779 Hs.284233 NICE-5 protelrs 14.0 
126979 AW271217 Hs.281434 Homo sapiens cDNA FLJ 14028 (is, clone HEMBA1DD3338 1.6 
128995 A1816224 Hs.107747 DKFZP566C243 protein 1.9 
129019 AI950087 gbwq05c02,x1 NCLCGAP_Kld12 Homo sapiens cDNA clone 3', mRNA sequence 2.9 
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129021 AL044675 Hs.173081 KIAA0530 protein 

129021 AL044675 Hs.173081 KIAA0530 protein 

129032 R800B8 Hs.108104 Ubiquitjn-con;ugating enzyme E2L3 

129076 AW296806 Hs,326234 ESTs, Highl/ similar to T46422 hypothetical protein DKFZp434M2023.1 [H.sapiens] 

129076 AI351010 Hs.102267 lysosomal 

129088 AA744B10 Hs.194431 palladln 

129095 L12350 Hs,108623 ttirombospondin 2 

129096 AA463189 Hs.288906 WW Domain-Containing Gene 

129097 BE243933 Hs.108642 rinc linger protein 22 (KOX 1 5) 

129099 AF146074 Hs.100650 ATP-binding cassette, sub-family C (CFTR/MRP), member 5 

129136 W93048 Hs.250723 hypothetical protein MGC2747 

129149 AA356620 Hs.108947 KIAAOD50 gene product 

129172 AW162916 Hs.24157S hypothetical protein PR02577 

129192 AA286914 Hs.183299 ESTs 

129194 AA150797 Hs.109276 latexln protein 

129198 N57532 Hs.1 09315 KIAA1415 protein 

129207 AI934365 Hs. 109439 osteoglycin (osteoinductive factor, mimecan) 

129228 U40714 Hs.239307 tyrosyl-IRNA synthetase 

129229 AF01375S Hs.109S43 polyadenylate binding protein-Interacting protein 1 

129254 AA25246B Hs.1098 DKFZp434J1813 protein 

129255 AS961727 Hs.1 09604 H1 histone family, member X 

129288 W26392 Hs,1100B0 ESTs, Weakly simitar to S13495 pregnancy zone protein [H.sapiens] 

129296 AI051967 Hs.110122 ESTs 

129323 AA2B7239 Hs.5518 Homo sapiens cDNA FU11311 fis, done PLACE1010102 

129340 H75334 Hs.1 1050 F-box only protein 9 

129347 BE614192 Hs.279869 melanoma-associated antigen recognised by cytotoxic T lymphocytes 

129362 U30246 Hs.110736 solute carrierfamily 12 (sodlum/potassium/chioride transporters), member 2 

129366 BE220806 Hs.1 84687 Homo sapiens clone 23785 mRNA sequence 

129370 AI686379 Hs.110796 SAR1 protein 

129372 NM_016039Hs.1 10803 CGI-99 protein 

129403 AF149785 Hs.1 11 126 pituitary tumor-transfortning 1 1nteracting protein 

129404 AI267700 Hs.317584 ESTs 
129404 Ai267700 Hs.317584 ESTs 

129423 AA204686 Hs.234149 hypothetical protein FLJ2D647 

129449 AI096988 Hs.111554 ADP-ribosylafion factor-like 7 

129453 AW974265 Hs.111632 Lsm3 protein 

129482 AA168185 Hs.289043 spindlin 

129482 AA1BB1B5 Hs.289043 spindlin 

129513 AW843633 Hs.306163 hypothetical protein AL110115 

129515 AF255303 Hs.1 12227 membrane-associated nucleic acid binding protein 

129527 AA769221 Hs.270847 delta-tubulin 

129559 W01296 Hs.11360 hypothetical protein FU14784 

129560 AA317841 Hs.7845 hypothetical protein MGC2752 
129570 AI923097 Hs.1 1441 chromosome 1 open reading frame 8 
129575 F08282 Hs.278428 progestin induced protein 

129587 H14718 Hs.1 1506 Human done 23589 mRNA sequence 

12958B BE408300 Hs.301862 posimeiotio segregation increased 2-like 9 

129591 N57423 Hs.179898 HSPC055 protein 

129594 AW403724 Hs.36989 coagulation factor Vlt (serum prothrombin conversion accelerator) 

129596 AF035537 Hs.1 15521 REV3 (yeast homoloa)-like, catalytic subunit of DNA polymerase zeta 

129628 LI38945 Hs.1174 cyclin-dependent kinase inhibitor 2A (melanoma, p1 6, inhibits CDK4) 

129628 U38945 Hs,1174 cyclin-dependent kinase Inhibitor 2A (me 

129629 AK000398 " Hs. 1 1747 hypothetical protein FLJ20391 
129619 AD000092 Hs.16488 calretlculln 

129675 NM_D15556Hs.1721B0 KIAAO440 protein 

1 29630 U03749 gb:Human chromogranln A (CHGA) gene, promoter an 
129639 AW74B4B2 Hs.77873 B7homolog3 

129702 A1304966 Hs.12035 ESTs, Weakly similar to I38022 hypothetical protein [Rsapiens] 

129720 AA156214 Hs.12152 APMCF1 protein 

129721 NM_001415Hs,211539 eukaryofc translation initiation factor 2, subunll 3 (gamma, 52kD) 
129726 H15474 Hs.132896 fatty acid desaturase 1 

129778 AK001676 Hs.12457 hypothetical protein FLJ 1081 4 

129779 AA394090 Hs.12460 Homo sapiens clone 23870 mRNA sequence 
129800 AF052112 Hs.1 2540 lysosomal 

129806 AB023148 Hs.173373 KIAA0931 protein 

129615 BE565817 Hs.26498 hypothetical protein FLJ21 657 

129840 NM_OD6590Hs.12B20 SnRNP assembly defective 1 homolog 
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129361 


AL049999 Hs.85963 DKFZP564M182 protein 


2.2 


129864 


AI393237 Hs.129914 runt-related transcription factor 1 (scute myeloid leukemia 1; aml1 oncogene) 


1.7 


129869 


AI222069 Hs.13015 hypothetical protein similar to mouse DnajH 


2.7 


129922 


AF042379 Hs.13386 gamma-tubulin complex protein 2 


4,5 


129946 


BE514376 Hs.165998 PAI-1 mRNA-bindlng protein 


1.8 


129953 


AA412195 Hs.13740 ESTs 


2.5 


129972 


AW753185 Hs.180628 dynamin 1-llke 


1.8 


129983 


U09848 Hs!l32390 zincfinger protein 36 (KOX 18) 


1.3 


129989 


AB015856 Hs.247433 activating transcription factor 6 


4.0 


130010 


AA301116 Hs. 14283a nucleolar phosphoproleln Nopp34 


1.6 


130081 


AA287325 Hs.14713 ESTs 


4.0 


130082 


S73265 Hs.1473 gastrin-releaslng peptide 


1.B 


130097 


AL046962 Hs.14845 forkhead box 03A 


2.8 


130100 


AL1 35561 Hs. 14891 hypothetical protein FU21 047 


2.3 


130111 


X53002 Hs. 149846 integrin, beta 5 


2.3 


130112 


AA916785 Hs.180610 splicing factor proline/glutamlne rich (polypyrimldine tract-binding protein-associated) 


3.0 


130112 


AA916785 Hs.180610 splicing factor proline/giutamine rich ( 


2.1 


130128 


L76937 Hs.150477 Wemersyndrome 


1.8 


130135 


AA311428 Hs.21635 tubulin, gamma 1 


6.1 


130211 


NMJ03358Hs.23703 ESTs, Moderately similar to CEGTJHUMAN CERAM1DE GLUCOSYLTRANSFERASE [H.sapietis] 1 .6 


130212 


D80001 Hs.152629 KIAA0179 protein 


In 




RB5367 Hs.51957 splicing factor, arginine/serine-rich 2, interacting protein 




130241 


AL03558B Hs.153203 MyoD family inhibitor 


3.2 


130242 


X79201 Hs.153221 synovial sarcoma, translocated to X chromosome 


it 


130249 


D61983 Hs.322852 GAS2-re!ated on chromosome 22 




130263 


NMJ02497HS.153704 NIMA {never in mitosis gene a)-related kinase 2 


14 


130287 


AA479005 Hs.154036 tumor suppressing subtransferable candidate 3 




130310 


AB011121 Hs,154248 amyotrophic lateral sclerosis 2 (juvenile) chromosome region, candidate3 






Z19084 Hs.172210 MUF1 protein 




130356 


AF127577 Hs.155017 nuclear receptor interacting protein 1 




130357 


AJ224442 Hs.155020 putative melhyitransferase 




130359 


NMJD1 3449Hs,277401 bramodonrsain adjacent to zinc finger domain. 2A 


S 


130367 


AL1 35301 Hs.8768 hypothetical protein FU 10849 


1.4 


130372 


AI077464 Hs.5011 RNA binding motif protein 9 




130393 


N89487 Hs.155291 KIAA0005 gene product 


1.8 




AW374106 Hs.155356 hypothetical protein MGC284Q similar to a putative glucosyltransferase 


3.4 


130407 


BE385099 Hs.334727 hypothetical protein MGC301 7 


2.3 


130409 


NMJ)01197Hs.155419 BCL2-lnteractlng killer (apoptosis-inducing) 


2.7 


130419 


AF037448 Hs.1 55489 NS1-associated prctein 1 


1.8 




1)53630 Hs.155637 protein kinase, DNA-activated, catalytic polypeptide 


2.3 


130448 


BE513202 Hs.15589 PPAR binding protein 


3.9 


130455 


D90041 Hs.155955 M-acetyltransferase 1 (arylamine M-acetyltransferase) 


33.6 




090041 Hs.1 5595S N-acetyltransferase 1 (arylamine N-acety 


4.6 


130471 


AL12143B Hs.183706 adducin 1 (alpha) 


2.7 


130485 


BE245851 Hs.180779 H2B histone family, member B 


5.0 


130487 


U49844 Hs.7761 3 ataxia telangiectasia and Rad3 related 


4.3 


130498 


L38951 Hs.1B0446 karyopherin (importln) beta 1 


1.6 


13D503 


BE208491 Hs.295112 KIAA0618 gene product 


16.1 




L32137 Hs.1 584 cartilage oligomeric matrix protein (pseudoachondroplasia, epiphyseal dysplasia 1 , multip 


6} 6.1 




L32137 Hs.15B4 cartilage oligomeric matrix protein (pse 


5.3 


130526 


AW876523 Hs.15929 hypothetical protein FU12910 


2.1 


130542 


U64675 Hs.179825 RAN binding protein 2-like 1 


7.8 




AA321238 Hs.4310 eukaryotic translation Initiation factor 1 A 


1.5 


130553 


AF062649 Hs.252587 pituitary tumor-transforming 1 


14.4 


130556 


AI907018 Hs.15977 Empirically selected from AFFX single probeset 


4.7 


130567 


AA383092 Hs.1608 replication protein A3 (14kD) 


7.9 


130568 


AA232119 Hs,160B5 putative G-proteh coupled receptor 


3.3 


130574 


AF083208 Hs.16178 apoptosis antagonizing transcription factor 


1.2 


130586 


AB007891 Hs.16349 KIAA0431 protein 


5.6 


130598 


AL042210 Hs,16493 hypothetical protein DKFZp762N2316; KIAA1603 protein 


1.4 


130601 


AA609738 Hs.1 6525 ESTs 


1.5 


130614 


AI354355 Hs.16697 down-regulator of transcription 1, TBP-binding (negative cofactor 2) 


1.3 


130617 


M90516 Hs.1674 glutamlrie-fructosB-S-phosphate transaminase 1 


12.1 


130617 


M90516 Hs.1674 glutamine-fructose-6-phosphatetransamin 


2.4 


130618 


AA383439 Hs.16758 Splr-1 protein 


15.9 


130667 


BE2469S1 Ks.17639 Homo sapiens ublquitin protein ligase (UBE3B) mRNA, partjal cds 


13.9 


130674 


AL048842 Hs.194019 attractin 


1.5 
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130675 AA442233 Hs.17731 hypothetical protein FU12892 5.4 

130692 M652501 Hs.13561 hypothetical protein MGC4692 5.0 

130693 R68537 Hs. 17962 ESTs 2.0 
130712 AJ2718B1 Hs.279762 bromodomaln-containing 7 1.8 
130714 AI348274 Hs.18212 DNA segment on chromosome X (unique) 3879 expressed sequence 2.0 
130730 ABQQ7920 Hs.18586 K1M0451 gene product 3.7 
130744 K59696 Hs.18747 POP7 (processing of precursor, S. cwavislae) homolog 3.1 
130751 AF052105 Hs.16879 chromosome 12 open reading frame 1.4 
130757 AL036067 Hs.1B925 protein x 0001 5.7 
130768 AF258627 Hs.211562 ATP-binding cassette, sub-family A (ABC1), member! 5.1 
130789 AK00D355 Hs.8899 sirtuln (silent mating type information regulation 2, S.cerevisiae, homolog) 5 5.2 
130815 AB018298 Hs.19822 SEC24 (S. cerevlslae) related gene family, member D 1.5 
13D836 J05068 Hs.2012 transcobalamln I (vitamin B12 binding protein, R binder family) 15.7 
130841 AL157468 Hs.325825 Homo sapiens cDNA FLJ2Q848 Us, clone ADKAD1732 2.8 

130843 M447492 Hs.20183 ESTs, Weakly similar to AF 1647931 protein x 013 [H.sapiens] 1.5 

130844 U76248 Hs.20191 seven in absentia (Drosophila) homolog 2 3.4 
130855 AJ243706 Hs. 143323 putative DNA/chrornatin binding molif 1.7 
130B61 NM.016578HS.20509 HBV pX associated protein-8 1.9 

130879 NIuL0D3416Hs.2076 zlnofinger protein 7 (KOX 4, clone HF.16} 1.4 

130880 ESE514434 Hs.20830 kinesln-like 2 2.1 
130892 AL1 20837 Hs.20993 high-glucose-regulated protein 8 2.4 
130898 AB033078 Hs.186613 sphingosine-1-phosphate lyase 1 1.7 
130911 BE409769 Hs.211B9 DnaJ (Hsp40) homolog, subfamily A, member 2 1.8 
130919 M79110 Hs.21276 collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 2,3 
130944 BE3B2G57 Hs.214B6 signal transducer and activator of transcription 1, 91kD 5,4 
13D971 N39842 Hs.301444 K1AA1673 2.2 

130992 BE398091 Hs.74316 desmoplakln (DPI. DPII) 1.8 

130993 T97401 Hs.21929 ESTs 1.6 
131005 AV658306 Hs.2210 thyroid hormone receptor inieractor 3 1.6 
131028 AI879165 Hs.2227 CCAAT/an'nancer binding protein (C/EBP), gamma 1.2 
131042 AI826288 Hs.171637 hypothetical protein MGC262B 1.6 

131046 AA321 649 Hs.2248 small inducible cytokine subfamily B (Cys-X-Cys), member 10 7.4 
131016 AA321649 Hs.2248 small inducible cytokine subfamily B(Cy 3.0 

131047 H23230 Hs.22481 ESTs, Moderately similar to A4501 0 X-linked retinopathy protsin [H.sapiens] 1.7 
131060 AA194422 Hs.22564 myosin VI 5.1 
131060 AA194422 Hs,22564 myosin VI 2.5 
131070 N53344 Hs.22607 ESTs 7.1 
131076 AA749230 Hs.26433 dolichyl-phosphate(UDP-N-acetylglucosamine)N-acetylglircosaminephosphotransferase 1 ( 2,0 
131076 AA749230 Hs.26433 dolichyl-ehosphate (UDP-N-acetylglucosam 1.9 
131099 AL133353 Hs.2265B1 COX1 5 (yeast) homolog, cytochrome c oxidase assembly protein 7.0 
131174 NM_006540Hs.29131 nuclear receptor coactivator 2 1.9 
131185 BE280074 Hs.23960 cyclinBI 5.8 
131206 AW13B839 HS;24210 ESTs 2.0 
131213 AAB85699 Hs.24332 CGI-26 protein 7.0 
131225 H62087 Hs.31659 thyroid hormone receptor-associated protein, 95-kD subunit 7.5 
131231 N4746B Hs.59757 zinc finger protein 281 2.9 
131233 D89053 Hs.268012 fatty-acid-Coenzyme A ligase, bng-chain 3 3.5 
131243 AW383256 Hs.24752 spectrin SH3 domain binding protein 1 2.8 
131245 ALOBO080 Hs.24756 thioredoxln domain-containing 2,8 
131247 ALO43100 Hs.32S190 fatty acid amide hydrolase 5.6 
131281 AA251716 Hs.25227 ESTs 5.7 
131283 X80038 Hs.339713 Homo sapiens clone F19374 APO E-C2 gene cluster 1.3 
131305 AV656017 Hs.184325 CGI-76 protein 5.0 
131320 AA505691 lls.145696 splicing factor (CC1.3) 1,8 
131339 AF05B696 Hs.25812 Nijmegen breakage syndrome 1 (nibrin) 2.6 
131339 AF058696 Hs.25312 Nijmegen breakage syndrome 1 (nibrin) 2.6 
131375 AW293165 Hs,143134 ESTs 5.4 
131390 BE2693BB Hs.182698 mitochondrial ribosoma! protein 120 5.3 
131410 BE259110 Hs.279836 HSPC1 66 protein 2.2 
131412 NMJ12247HS.124027 SELENOPHOSPHATE SYNTHETASE ; Human selenium donor protein 2,0 
131429 AL046302 Hs.26750 hypothetical protein FU2190B 1.4 
131458 BE297567 Hs.27D47 hypothetical protein FLJ20392 1.7 
131475 AA992B41 Hs.27263 KIAA1 456 protein 2.0 
131501 AV66195B Hs.8207 GK001 protein 2.6 
131501 AV661958 Hs.8207 GK001 protein 1.6 
131511 AA732153 Hs,27865 Homo sapiens cDMA; FLJ21 333 fis, clone COL02535 2.0 
131528 AU076408 Hs.28309 UDP-glncose dehydrogenase 1.6 
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131532 BE268278 Hs.28393 hypothetical protein MGC2582 7.4 

131543 AW96S681 Hs.41639 programmed ceil death 2 2,2 

131544 AL355715 Hs.28555 programmed eel deafi 9 (PDCD9) 2.1 
131562 NMJ03512Hs.28777 H2A hislone family, member L 1,7 

5 131564 T93500 Hs.26792 Homo sapiens cDNAFU1104lfis, clone PLACE1004405 5.1 

131564 T93500 Hs.2B792 Homo sapiens cDNA FLJ11041 fis, clone PL 1.8 

131569 AL389951 Hs.271623 nuc/eoporinSDkD 5,0 

131618 BE393822 Hs.29645 Homo sapiens mRNA; cDNA DKFZp761 C029 (from clone DKFZp761 C029); partial cds 1.8 

131622 R78195 Hs.29692 Homo sapiens .DNAFU11436 fis, clone HEMBA1001213 1,3 
10 131623 AB037791 Hs.29716 hypothetical protein FLJ10980 2.2 

131623 AB037791 Hs.29716 hypothetical protein FLJ10980 1.9 
131643 AW410601 Hs.30026 HSPC182 protein 2.9 
131653 AW960597 Hs.30164 ESTs 1.3 
131656 A1218916 Hs.30209 KIAA0854 protein 2.8 

15 131669 X52486 Hs.3041 uracil-DNA glycosylase 2 2.8 

131692 BE559681 Hs.30736 K1AA01 24 protein 5,6 

131714 AA642831 Hs.31016 putative DNA binding protein 2.9 

131722 D13757 Hs.311 phosphoribosyt pyrophosphate amidotransferase 3,4 
131737 AK001641 Hs.31323 inhibitor of kappa light poiypeptide gene enhancer hB-cells, kinase complex-associated protein 3.8 

20 131760 X76732 Hs.3164 nucleobindln 2 2,9 

13176D X76732 Hs.3164 nucleoblndin 2 2.8 

131763 AI876932 Hs.317 fopoisomerase (DNA) I 3.4 

131772 AA3B259D Hs.170980 KIAA0948 protein 25,5 

131774 BE267158 Hs.169474 DKFZP586J01 19 protein 5,5 

25 131787 D87077 Hs.196275 KIAA0240 protein 2.4 

131793 AW966127 Hs.32246 Homo sapiens cDNA FU14656 fis, clone NT2RP2002439 7,9 

131795 BE501849 Hs.32317 high-mobility group 20B 1.4 

131798 X8609B Hs.301449 adenovirus 5 E1A binding protein 4.1 

131817 U20536 Hs.3280 caspase 6, apaptosls-related cysteine protease 4.2 

30 131824 U28838 Hs.32935 TATA box binding protein (TBP)-associated factor, RNA polymerase III, GTF3B subunif 2 3.5 

131850 A1251317 Hs.33184 ESTs 5,1 

131878 AA083764 Hs.6101 hypothetical protein MGC3178 5.8 

131885 BE502341 Hs.3402 ESTs 13,7 

131885 BE502341 Hs.3402 ESTs 2.4 

35 131887 W17064 Hs.332848 SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily e, member 1 3,2 

131900 AA099014 Hs,231029 Homo sapiens, clone MGC;i5961, mRNA, complete cds 8.7 

131900 AAD99D14 Hs.231029 Homo sapiens, ctoneMGC:15961, mRNA, com 2.0 

131904 AF078866 Hs.284296 HomosaplenscDNA:FLJ22993fis,cloneKAT11914 5.5 

131905 AA179298 Hs.3439 stomafin-like 2 11.3 
40 131913 AW207440 Hs. 185973 degenerative spermatocyte (hDmolog Drosophila; lipid desaturase) 1.7 

131916 AA025976 Hs.34569 ESTs . 5.2 

131925 AF151048 Hs. 183180 anaphase promoting complex subunit 11 (yeast APC11 homolog) 2.7 

131929 BE541211 Hs.34804 HomosapienscDNAFLJ11472fis,cloneHEMBA1001711 5.3 

131941 BE252983 Hs.35086 ubiqultin specific protease 1 2.3 

45 131950 AA355113 Hs.35380 x001 protein 1.5 

131962 AK00Q046 Hs.267448 hypolhetical protein FLJ20039 2.3 

131965 W79283 Hs.35962 ESTs 1.4 

131971 BE557100 Hs,154938 hypothetical protein MDS025 3.5 
131977 U90441 Hs.3622 procollagen-proline, 2-oxoglutarate 4-diaxygenase (proline 4-hydrcxylase), alpha polypeptide li 6.5 

50 131965 AA503020 Hs.36563 hypothetical protein FU22418 2.4 

131991 AF05330S Hs.36708 budding uninhibited by benzimidazoles 1 (yeast homolog), beta 2,1 

132019 H56995 Hs.37372 Homo sapiens DNA binding peptide mRNA, partial cds 3.2 

132031 AF193B44 Hs.3758 COP9 complex subunit 7a 5.8 

132062 BE266155 Hs.3832 clathrin-assodated protein AP47 1,5 

55 132084 NM_002267Hs.3B8S karyopherin alpha 3 (Importln alpha 4) 3.7 

132103 BE171921 Hs.3991 ESTs 1.4 

132105 AV646076 Hs.39959 ESTs 5.8 

132116 AW980474 Hs.40289 ESTs 1.7 

132176 AA857025 Hs.B878 kinesin-llke 1 3,3 

60 132180 NM_004460Hs.418 fibroblast actuation protein, alpha 14,7 

. 132192 AA20B153 Hs.4209 mitochondrial ribosomal protein L37 5.5 

132194 R42432 Hs.4212 ESTs ' 4.4 

132203 NMJ04782HS.1 94714 synaptosomal-associated protein, 29kD 2,2 

132207 BE206939 Hs.42287 E2F transcription factor 6 2.2 

65 132235 AV658411 Hs.42656 KIAA16B1 protein 7.8 

132240 AB018324 Hs.42676 KIAA07B1 protein 1.5 

132252 AI566D04 Hs.141269 Homo sapiens cDNA: FLJ21550 fis, clone COL06258 1.3 
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132266 AA301228 Hs.43299 hypothetical protein FLJ12890 
132273 AA227710 Hs.4365B DKFZPS86L151 protein 
132276 M653507 Hs.285711 hypothetical protein FLJ13089 

1 32288 N361 1 0 Hs.305971 solute carrier family 2 (facilitated glucose transporter), member 1 0 
132294 AB023191 Hs.44131 KIAA0974 protein 

132298 NMJ>15986Hs.7120 cytokine recaDtor-like molecule 9 

132299 AW405882 Hs.44205 cortistatin 

132325 N37065 Hs,44B56 hypothetical protein FLJ121 16 

132348 AW06770B Hs.170311 heterogeneous nuclear ribonucleoprotein D-like 

132370 AW57280S Hs.46645 ESTs 

132374 AF155562 Hs.46744 corel UDP-galactose:N-acetylgalactosamiiie-alpha-Rbeta1,3-galactosyltransferase 

132376 A1279892 Hs.46801 sorting nexin 14 

1323B4 AA312135 Hs.46967 HSPC034 protein 

132393 AL135094 Hs.47334 hypothetical protein FLJ14495 

132450 AA100012 Hs.48827 hypothetical protein FLJ12085 

132452 AW973521 Hs.247324 mitochondrial rlbosomal protein S14 

132456 AB011084 Hs.48924 KIAAD512 gene product; ALEX2 

132465 AW169847 Hs.49169 KIAA1634 protein 

132470 AI224456 Hs.4934 H.saplens polyA site DMA 

132484 X16660 Hs.119007 RAB4, member RAS oncogene family 

13251B AW885605 Hs.5064 ESTs 

1 32528 T78736 Hs.5075B SMC4 (structural maintenance of chromosomes 4, yeasfj-like 1 

132530 AA306105 Hs.50785 SEC22, vesicle trafficking protein (S. cerevisiae)-like 1 

132532 M454132 Hs.5080 mitochondrial ribosomal protein L16 

132534 BE388673 Hs.50BG hypothetical protein MGC10433 

132543 BE568452 Hs,5101 protein regulator of cytokinesis 1 

132571 AW674699 Hs.5169 suppressor of G2 allele of SKP1,S.cerevisiae,homolog of 

132574 AW631437 Hs.5184 TH1 drosophila homolog 

132596 AK001484 Hs.5298 CGl-45 protein 

132611 M345547 Hs.53263 hypothetical protein FLJ13287 

132612 H12751 Hs.5327 PR01914 protein 

132616 BE262677 Hs.283558 hypothetical protein PR01 855 

132638 AI796870 Hs.54277 DNA segment on chromosome X (unique) 9928 expressed sequence 
132648 U51127 Hs.54434 hypothetical protein MGC1715 
132668 AB0 18319 Hs.5450 KIAA0776 protein 
132692 AW191962 Hs.249239 collagen, type VIII, alpha 2 

132715 F11875 Hs.5534 Homo sapiens cDNA FLJ12961 fis, clone NT2RP2005645 

1 32718 NM_004600Hs.554 Sjogren syndrome antigen A2 (60kD r ribonucleoprotein autoantigen SS-A/Ro) 

132724 A1142265 Hs.55498 geranylgeranyl diphosphate synthase 1 

132731 AI189075 Hs.3D1872 iiypothetical protein MGC4840 

1 32744 . AA01 0233 Hs.55921 glutamyl-prolyl-tRHA synthetase 

132760 AA125985 Hs.55145 thymosin, beta, identified in neuroblastoma cells 

132771 Y10275 Hs.56407 phosphoserine phosphatase 

132773 AA459713 Hs.295901 KIM0493 protein 

132784 AI142133 Hs.56845 GDP dissociation Inhibitor 2 

132798 AI026701 Hs.5716 KIAA0310 gene product 

1 32807 U07418 Hs.57301 mutl (E. coll) homolcg 1 (colon cancer, nonpolyposis type 2) 
132810 AB007944 Hs.5737 KIAA0475 gene product 

132813 BE313625 Hs.57435 solute carrier family 11 (proton-coupled divalent metal ion transporters), member 2 
132815 AIB15189 Hs.57475 sex comb on midteg homolog 1 

132617 N27852 Hs,57553 tousled-like kinase 2 

132821 AJ251595 Hs.169610 CD44 antigen (homing function and Indian Wood group system) 

132833 U78525 Hs.57783 eukaryotlc translation initiation faclor 3, subunit 9 (eta, 116kD) 

132842 NM_016154Hs.279771 Homo sapiens clone PP159B unknown mRNA 

132844 F12200 Hs.5811 chromosome 21 open reading frame 59 

132851 U09716 Hs.287912 lectin, mannose-binding, 1 

132853 BE268048 Hs,236494 RAB10, member RAS oncogene family 

132869 AW963217 Hs.203961 ESTs, Moderately similar to AF116721 89 PR02168 [H.sapiens] 

132873 AW007683 Hs.58596 KIAA1266 protein 

1 32875 NM_004850Hs.5861 7 Rho-associafed, coiled-coll containing protein kinase 2 

132891 BE267143 Hs,59271 U2(RNU2) small nuclear RNA auxiliary factor 1 (non-standard symbol) 

132897 AW503667 Hs.59545 ring finger protein 15 

132902 AI936442 Hs.59838 hypothetical protein FLJ10B08 

132912 AW732760 Hs.167573 Homo sapiens cDNA FLJ1 1095 fis, clone PLACE1005374 

132913 W78714 Hs.60257 Homo sapiens CDNAFU13598 fis, done PLACE1009921 

132940 T79136 Hs,127243 Homo sapiens mRNA for KIAA1724 protein, partial cds 

132941 AI817165 Hs.6120 hypothetical protein FLJ13222 
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132942 M554458 Hs.197751 KIAA0666 protein 1.8 

132952 A1S58580 Hs.61426 Homo sapiens mesenchymal stem call protein DSC96 mRNA, partial cds 2.2 

132962 AA576B35 Hs.6153 CQI-48 protein 4,9 

132972 AA034365 Hs.288924 Homo sapiens cDNAFLJ1 1392 fis, clone HEMBA1 000575 27 

5 132973 AA035446 Hs.323277 ESTs 5.3 

132977 AA093322 Hs.301404 RNA binding motif protein 3 3.2 

132980 AA04069B Hs.62016 ESTs 1.3 

132994 AA1 12748 Hs.279905 clone HQ0310PRO0310p1 3.0 . 

133012 AA847843 Hs.62711 Homo sapiens, clone IMAGE:3351295, mRNA 10.3 

10 133015 AJ002744 Hs.246315 UDP-N-acetyl-alpha-D-galactosamineipolypeptlde N-acely!gafactosam ; nyltransferase 7 (GalNAc-T7) 2.1 

133016 AI439688 Hs,6289 hypothetical protein FLJ20886 1.3 

133053 A1065016 Hs.6390 Homo sapiens done FLB3344 PRO0845 mRNA, complete cds 6.0 

133062 AW500374 Hs.64056 PRO0149 protein 5.3 

133059 BE247441 Hs.6430 protein with potyglutamine repeat; calcium (ca2+) homeostasis endoplasmic reticulum protein 4,9 

15 133091 AK001628 Hs.64691 KIAA0483 protein ' 3.5 

133110 AA803177 Hs.65228 ESTs 13.1 

133134 AF198620 Hs.65648 RNA binding motif protein 8A 1.3 

133145 H94227 Hs.6592 Homo sapiens, clone IMAGE:2961 368, mRNA, parte! cds 2.2 

133152 Z1 1695 Hs.324473 mitogen-actwated protein kinase 1 1.3 

20 133174 AA431620 Hs.324178 hypothetical protein MGC2745 17.1 

133175 AW955632 Hs.66666 ESTs, Weakly similar to S19560 praline-rich protein MP4 - mouse [M.musculus] 1.8 

133177 X97795 Hs.66718 RAD54 (S.cerevisiae)-like 4.9 

133197 AI275243 Hs.1fi020l hypothetical protein FLJ2057 1 3.1 

133208 AI801777 Hs,6774 ESTs 4.4 

25 133226 AW954569 Hs.296287 Homo sapiens, Similar to bromodomain-containliig 4, clone 1MAGE:3542455, mRNA, partial cds 1.7 

133228 AI492924 Hs.6831 golgi phosphoproteln 1 6.0 

133240 AK001489 Hs.242894 ADP-ribosyiatlon factor-like 1 15 

133254 A1567421 Hs.273330 Homo sapiens, clone 1MAG&3544662, mRNA, partial cds 1.4 

133266 AI160873 Hs.69233 zinc finger protein ■ 5.6 

30 133268 AW956781 Hs.293937 ESTs, Weakly similar to FXD2_HUMAN FORKHEAD BOX PROTEIN D2 [H.sapiens] 1.9 

133285 M76477 Hs.289082 GM2 gang lioslde activator protein ■ 4.7 

133291 BE297855 Hs.69855 NRAS-related gene 5.0 

133314 AA102670 Hs.70725 gamma-aminobutyric acid (GABA) A receptor, pi 2.7 

133321 T79526 Hs.179516 integral type I protein 9.3 

35 133327 AL390127 Hs.7104 Kruppel-like factor 13 4.4 

133347 BE257758 Hs.71475 acid cluster protein 33 1.8 

133360 AI016521 Hs.71816 v-akt murine thymoma viral oncogene homolog 1 5.5 

1 3336S AA29281 1 Hs,72050 non-mstastatic cells 5, protein expressed in (nucleoside-diphosphate kinase) 2.7 

133367 AF231919 Hs.18759 KIAA0533 gene product 1,7 

40 133370 AF245505 Hs.72157 DKFZP554I1922 protein 1.8 

133383 BE313555 Hs,7252 K1AA1224 protein 1.7 

133390 AI950382 Hs.72660 phosphatidylserine receptor 1.3 

133391 AW103364 Hs.727 inhibin, beta A {activin A, activin AB alpha polypeptide) 16.1 
133394 AA305127 Hs.237225 hypothetical protein HT023 12.2 

45 133437 AL031591 Hs.7370 phospnoiidyllnosito) transfer protein, beta 10.4 

133452 NM_002759Hs.274382 protein kinase, interferon-inducible double stranded RNA dependent 1.2 

133453 AI659306 Hs.73826 protein tyrosine phosphatase, non-receptor type 4 (megakaryocyte) 1.7 
13350D AW964804 Hs.74280 hypothetical protein FLJ22237 11.1 
133529 W45623 Hs.74571 AOP-ribosylation factor 1 2.8 

50 133540 AL037159 Hs.74619 proteasome (prasome, macropain) 26S subunit, non-ATPase, 2 2.9 

133543 AU077073 Hs.108327 damage-specific ONA binding protein 1 (127kD) 2.5 

133578 AU077050 Hs.75066 transiin 1.5 

133579 X75346 Hs.75074 mltogen-activated protein kinase-activated protein kinase 2 2.1 
133582 BE391579 Hs.75087 Fas-activated ssrine/lhreonlne kinase 1.3 

55 133594 AW160781 Hs.172589 nuclear phosphoproteln similar to S, cerevislae PWP1 2.2 

133595 AA393273 Hs.751 33 transcription factor 6-like 1 (mitochondria! transcription factor Mike) 1 .5 

133599 NM_002885Hs.751 51 RAP1, GTPaseactivating protein 1 5.7 

133621 NMJ)04893Hs.75258 H2A tiistone family, member Y 25.5 

133627 NM_002047Hs.75280 glycyl-tRNA synthetase 15.8 

60 133631 NM 000401 Hs.75334 exostoses (multiple) 2 3.3 

133649 U25849 Hs.75393 acid phosphatase 1, soluble 1.6 

133690 AV661185 Hs.75574 mitochondrial rtbosomal protein L19 4.1 

133720 L27S41 Hs.75737 periceitlridar material 1 1.5 

133722 AW969976 Hs.279009 matrix Gla protein 6.3 

65 133751 AW40204B.HS.334787 Homo sapiens, Similar to likely ortholog ofyeastARVI, clone lfVtAGE:3£06392, mRNA 3.9 

133757 T52946 Hs.196209 RAE1 (RNA export 1, S.pombe) homolog 1.7 

133760 BE271766 Hs.1 81357 laminin receptor 1 (67kD, ribosomal protein SA) 1.8 
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133765 M62194 Hs.75929 cadherin 11, type 2, OB-cadherln (osteoblast) 1.5 

133780 M557660 Hs.76152 decorin 3.5 

133784 BE622743 Hs.301064 arfaptln 1 6.8 

133791 M3433B Hs.76244 spermidine synthase 2.6 

5 133797 AL133921 Hs.76272 retinoblastoma-bindlng protein 2 1.4 

133822 D50525 Hs.699 peptidylprolyl isomerase B (cyclophilln B) 8.0 

133842 AW797468 Hs.285013 putative human HU class II associated protein i 13.5 

133845 M1 47026 Hs.76704 ESTs 2.2 

133850 W29092 Hs,7678 cellular retinoic acid-binding protein 1 1.8 

10 133859 U86782 Hs.176761 26S proteasome-associated pad1 homolog 2.0 

133865 AB01 1155 Hs. 170290 discs, large (Drosophila) homolrjg 5 2,8 

1338G7 AW340125 Hs.76989 KIAA0097 gene product 6.7 

133868 AB012193 Hs,183674 cullin4A 2.5 

133831 U30872 Hs.77204 centromere protein F (350M00kD, mitosin) • 3.0 

15 133922 U30825 Hs,77808 splicing factor, argirine/serine-rlch 9 1.4 

133924 DS6326 Hs.325948 vesicle docking protein p1 15 5.4 

133929 NM_006306Hs,21 1602 SMC1 (structural maintenance of chromosomes 1 , yeast)-tike 1 4.9 

133936 L17128 Hs.77719 gamma-gluiamyl carboxylase 3.7 

133941 BE244332 tfs.77770 adaptor-related protein complex 3, mu 2 subunlt 12.1 

20 133959 X81789 Hs.77397 splicing factor 3a, subunit 3, 60kD 9.7 

13397S AI908165 Hs.169946 GATA-bindlng protein 3 (T-ceSl receptor gene activator) 3.1 

1339B9 ALO40328 Hs.78202 SW!/SNF related, matrix associated, actin dependent regulator of chromatin 1.3 

133997 A1824113 Hs.78281 regulator of G-protein signalling 12 9.7 

134010 AB016092 Hs.197114 RNA binding protein; AT-rlcli element binding factor 2.4 

25 134015 D31764 Hs.278569 sorting nexin 17 2.5 

134070 NMJQ3590HS.78946 cullin 3 1.3 

134110 U41060 Hs.79136 LIV-1 protein, estrogen regulated 4.2 

134129 NMJ14742HS.79305 KIAA0255 gene product 2.2 

134134 H86S04 Hs.173328 protein phosphatase 2, regulatory subMB(B56),epsilonisoform 5,0 

30 134200 BE559598 Hs,197803 KIAA01 60 protein 3,2 

134206 AF107463 Hs.79968 splicing factor 30, survival of motor neuron-related 2.5 

134208 NM_000288Hs.79993 peroxisomal ticganesis factor 7 2.1 

134219 NM_000402Hs.8O2OS glucose-6-phosphate dehydrogenase 9.1 

134234 BE300078 Hs.80449 Homo sapiens, clone IMAGE:3535294, mRNA, partial cds 2.B 

35 134275 AI878910 Hs.36BB cisplatin resistance-associated overexpressed protein 1.B 

134292 AI906291 Hs.81234 immunoglobulin superfamily, member 3 2.0 

134301 AW502505 Hs.81360 Homo sapiens cDNA: FLJ21927 fis, clone HEP04178, highly similar to HSU90909 2.5 

134305 U61397 Hs.81424 ublquitin-like 1 (sentrin) 2.8 

134324 AB029023 Hs.179946 K1M1100 protein 10.4 

40 134326 AW9D3338 Hs.81800 chondroitin sulfate proteoglycan 2 (vorsican) 1.9 

134329 N92036 Hs.81848 RAD21 (S. pombe) homolog 2.6 

134337 NNL004922HS.81964 SEC24 (S. cerevlsiae) related gene family, member C 2.3 

134348 AW291946 Hs.82065 interleukin 6 signal transducer (gp130, oncostatin Ivl receptor) 13.0 

134367 M339449 Hs,82285 phosphoribosyiglycinamlde formyltransferase, phosphoribosylglycinamide synthelase, 8.8 

45 134376 X06560 Hs.82396 2',5 , -ollgoactenylate synthetase 1 (404B kD) 1.5 

134379 AW362124 Hs.323193 hypothetical protein MGC3222 8.1 

134384 A1589941 Hs.8254 Homo sapiens, Simiiar to tumor differentially expressed 1, dona IMAGE:3639252, mRNA, partial cds 2.6 

134391 AA417383 Hs.82582 integrin, beta-like 1 (with EGF-lfee repeat domains) 4.1 

134395 AA45B539 Hs.8262 lysosomal 1.7 

50 134403 AA334551 Hs.82767 sperm specific antigen 2 2.6 

134405 AW067903 Hs.82772 collagen, type XI, alpha 1 1.3 

134411 BE272095 Hs.167791 retlculocalbin 1, EF-hand calcium binding domain 3.2 

134415 AI750762 Hs.B2911 protein tyrosine phosphatase type IVA, member 2 1.9 

134421 AU077196 Hs.82985 collagen, type V, alpha 2 10,3 

55 134424 Z44190 Hs.83023 peroxisomal biogenesis factor 11B 2.4 

134446 M1 12036 Hs.83419 KIAA0252 protein 1.2 

134447 M58603 Hs.83428 nuclear factor of kappa light polypeptide gene enhancer in B-cells 1 (p105) 1.6 
134470 X54942 Hs.83758 CDC28 protein kinase 2 2.1 
1344B0 NM_005000Hs.83916 Empirically selected from AFFX single probeset 5.3 

60 134485 X82153 Hs.83942 cathepsin K (pycnodysostosis) 2.5 

134498 AW246273 Hs.84131 threonyl-tRNA synthetase 2.1 

134513 AA425473 Hs.84429 KIAA0971 protein 3.8 

134516 AK001571 Hs,273357 hypothetical protein FLJ10709 2.4 

134520 BE091005 Hs.74861 activated RNA polymerase tl transcription cefaclor 4 6.7 

65 134529 AW411479 Hs.848 FK506-binding protein 4 (591(D) 2.3 

134577 BE244323 Hs.85951 exportin, tRNA (nuclear export receptor for tRNAs) 5.5 

1345B2 AA927177 Hs.86041 CGG triplet repeat binding protein 1 5.B 
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134612 AWQ6B223 Hs.171581 ubiquitln C-termi/iai hydrolase UCH37 

134624 AFQ35119 Hs.B700 deleted In liver cancer 1 

134632 X78520 Hs.174139 chloride channel 3 

134654 AK001741 Hs.B739 hypothetical protein FLJ10S79 

134664 AA256106 Hs.87607 ESTs ■ 

134666 BE391929 Hs.B752 transmembrane protein 4 

134687 U62317 Hs.B3251 arylsulfatase A 

1 34692 NM_003474Hs.BB5Q a dlsintegrin and metalloproteinase domain 1 2 (meltrln alpha) 

134705 BE161887 Hs.88799 anaphase-promoting comptex subunit 10 

134714 Y14768 Hs.890 lysosomal 

134719 AA852985 Hs.89232 ctiromobox homolog 5 (Drosophila HP1 alpha) 

134722 AF129536 Hs.284226 F-box only protein 6 

134724 AF045239 Hs.321576 ring finger protein 22 

134746 X07B71 Hs.89476 CD2 antigen (p50), sheep red blood cell receptor 

134751 AW630803 Hs,B9497 lamin B1 

134790 BE00279B Hs.287850 integral membrane protein 1 

134806 AD001528 Hs.8971B spermine synthase 

134834 AW451370 Hs.B991 adaptor-related protein complex 1 , gamma 2 subunit 

134850 AI701162 Hs.90207 hypothetical protein MGC1 11 38 

134853 BE268326 Hs.90280 5-amlnolmldazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolase 

134859 D26488 Hs.90315 KIM0007 protein 

.134880 AI879195 Hs.90606 15 kDa selenoprotein 

134910 AA532963 Hs.9100 Homo sapiens cDNA FLJ13100 fis, clone NT2RP3002255 

134925 AW885909 Hs.6975 PR01 073 protein 

134955 AW401361 Hs.91773 protein phosphatase 2 (formerly 2A), catalytic submit, alpha isoform 

134971 AI097346 Hs.286049 phasphoserine aminotransferase 

134975 R50333 Hs,92186 Leman coiled-coil protein 

135011 AB037835 Hs.92991 KIAA1414 protein 

1 35022 NM_000408Hs.93201 g lycerol-3-phosphate dehydrogenase 2 {mitochondrial) 

135032 AW301984 Hs.173685 hypothetical protein FLJ12619 

135077 AW503733 Hs.9414 KIM1 488 protein 

1 35083 AB036063 Hs.94262 p53-inducible ribonucleotide reductase small subunlt 2 homolog 

135095 AF027219 Hs.9443 zinc finger protein 202 

135096 AA0B1258 Hs.132390 zinc finger protein 36 (KOX 18) 
135153 AI093155 Hs.95420 JM27 protein 

135181 BE250865 Hs.279529 px19-like protein 

135199 M477514 Hs.96247 t/anslin-associaied factor X 

135207 N26427 Hs.9634 ESTs, Highly similar to C10_HUMAN PUTATIVE C10 PROTEIN [H.sapiens] 

135214 T78802 Hs.96560 hypothetical protein FLJ1 1656 

135243 3E463721 Hs,97101 putative G protein-coupled receptor 

. 135245 AI028767 Ha.262603 ESTs 

135257 AW291023 Hs.97255 ESTs, Weakly similar to A46010X-llnked retinopathy protein [H.sapiens] 

.135283 AI08B775 Hs.55498 geranylgeranyl diphosphate synthase 1 

135274 AA448460 Hs.112017 GE36gene 

135294 AA150320 Hs.9800 protein kinase Njmn-R1 

135295 A1090B36 Hs.9B006 ESTs 

135307 AI743770 Hs.98368 ESTs, Weakly similar to KIAAOB22 protein [H.sapiens] 

135321 A1652069 Hs.98614 ribDsome binding protein 1 (dog 180kD homolog) 

135354 AA456454 Hs.183418 cell division cycle 2-!ike 1 (PITSLRE proteins) 

135351 AA373452 Hs.167700 Homo sapiens cDNA FLJ10174 fis, clone HEMBA1003959 

135389 U05237 Hs.99872 fetal Alzheimer antigen 

135400 X78592 Hs.99915 androgen receptor (dlhydrotestosterone receptor; testicular feminization; spinal and bulbar 

134975 R50333 Hs.92186 Leman colled-coi! protein 

.135011 AB037835 Hs.92991 KIAA1414 protein 

135022 NM_Q00408Hs.93201 glycerol-3-phosphate dehydrogenase 2 (mi 

135032 AW301984 Hs.173685 hypothetical protein FLJ12619 

135077 AW503733 Hs.9414 KIM1488 protein 

135083 AB036063 Hs.94262 p53-inducible ribonucleotide reductase s 

135095 AF027219 Hs.9443 zinc finger protein 202 

135098 AA081258 Hs.1 32390 zinc finger protein 35 (KOX 18) 

135153 AI093155 Hs.95420 JMZ7 prolan 

135181 BE250B65 Hs.279529 px19-llke protein 

135199 AA477514 Hs.96247 translin-associaisd factor X 

135207 N26427 Hs.9634 ESTs, Highly similar to C10„HUMAN PUTATI 

135214 T78802 Hs.96560 hypothetical protein FLJ 11 656 

135243 BE463721 Hs.97101 putative G protein-coupled receptor 

135245 AI028767 Hs.262603 ESTs 
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135257 AW291023 Hs.97255 ESTs, Weakly similar to A46Q10 X-linked 7.6 

135263 AI08B775 Hs.55498 geranylgeranyl diphosphate synthase 1 1.8 

135274 AA448460 Hs.1 12017 GE36gene 4.1 

135294 AA150320 Hs.980D protein kinase Njmu-R1 1.2 

5 135295 AI09083B Hs.93006 ESTs 4.8 

135307 A1743770 Hs.98368 ESTs, Weakly similar to KIM0B22 protein 5.8 

135321 A1652059 Hs.93614 nbosome binding prolein 1 (dog 180kD ho 12.3 

135354 AA456454 Hs.183418 cell division cycle 2-!ike 1 (PITSLRE pr 5.7 

135361 AA373452 Hs,167700 Homo sapiens cDNAFLJ10174fis, clone HE 7.9 

10 135389 U05237 Hs.99872 fetal Alzheimer antigen 1.9 

135400 X78592 Hs.99915 androgen receptor (dihydrotestosierane r 13.9 

302256 AA857131 Hs.171595 HIV TAT specific factor 1 5.3 

302276 AW057736 Hs.323910 HER2 receptor tyrosine kinase (c-erb-b2, 2.2 

303135 AW592789 Hs.279474 HSPC070 protein 1.4 

15 303686 AK000714 Hs.1 09441 MSTP033 protein 5.2 

310085 R43191 Hs.101248 Homo sapiens clone IMAGE:32553, mRNAseq 2.3 

315518 AA80B229 Hs.167771 ESTs 2.8 

317781 NM_007Q57Hs,42650 ZWIOinteractor 2.0 

320836 AI268997 Hs.1 97289 rab3 GTPase-activating protein, non-cata 5.5 

20 321114 AAS02256 Hs.78979 Golgi apparatus protein 1 1.4 

322221 N24236 Hs.179662 nucleosome assembly protein 1-like 1 1.3 

322474 AF118083 Hs.29494 PR01912 protein 2,9 

322556 BE041451 Hs.177507 hypothetical protein 1.6 

323541 AF2921D0 Hs.104613 RP42homolog 1.8 

25 407827 BE278431 Hs.40323 BUB3 (budding uninhibited by benzimidazo 1,6 

408196 AL034548 Hs.43627 SRY (sex determining region Y)-box 22 6.1 

408813 AI580090 Hs.48295 RNA helicase family 5.6 

409176 R73727 Hs.101617 ESTs, Weakly similar to T32527 hypDtheti 2.6 

413670 AB000115 Hs.75470 hypothetical protein, expressed in osteo 2.4 

3 0 414108 AI267592 Hs.75761 SFRS protein kinase 1 1.5 

414846 AW304454 Hs.77495 UBX domain-containing 1 4.2 

418980 AA381133 Hs.80684 high-mobility group (nonhistone chromoso 23.6 

417378 R57256 Hs.82037 TATA box binding protein (TBP)-associate 5.8 

418283 S79895 Hs.83942 caihepsin K (pycnodysostosis) 1.3 

3 5 418467 NM_006910Hs,85273 refinoblastama-binding protein 6 1.6 

420269 U72937 Hs.96264 alpha thaiassemia/mental retardation syn 2,3 

420802 U22376 Hs.1334 v-myb avian myeloblastosis viral oncogen 1.6 

421225 AA46379B Hs. 102596 MCT-1 protein 3.5 

421642 AF1720B6 Hs.106346 relinolc acid repressible protein 4.9 

40 421828 AWB919S5 Hs.279789 histone deacetylase 3 3.1 

421983 A1252640 Hs.1 10364 peptldylprolyl Isomerase C (cyclophilin 1.9 

422052 AA302744 Hs.104518 ESTs 2.4 

422055 NM_01432QHs.111D29 putative herne-blnding protein 4.1 

423750 AF165883 Hs.298229 prefoldin2 7.0 

45 424001 W67883 Hs,137476 paternally expressed 10 (PEG10;KIAA105 4.9 

425182 AF041259 Hs,155040 zinc finger protein 217 3.4 

425284 AF155568 Hs.155489 NS1 -associated protein 1 2.1 

426372 BE3046B0 Hs.169531 DEAD/H (Asp-GI'J-A'a-Asp/His) box polypep 7.5 

428049 AW183765 Hs.18223B GW128 protein 1.7 

5 0 428477 AW500533 Hs.1 1482 splicing factor, argimneteerine-rich 11 2.4 

437552 AB001636 Hs.5683 DEAD/H (Asp-Glu-A!a-Asp/His) box polypep 3,8 

438449 AK001333 Hs.6216 Homo sapiens hepatocellular carcinoma-as 5.6 

441560 F13386 Hs.7868 Homo sapiens clone 23736 mRNA sequence 2.0 

445580 AF167572 Hs.12912 skbl (S. pombe) homolog 7,5 

5 5 446999 AA1 51 520 Hs.334822 hypothetical protein MGC4485 2.2 

447111 AI017574 Hs.17409 cysteine-rich protein 1 (intestinal) 2.8 

447778 BE620592 Hs.71190 ESTs, Weakly similar to S1650S hypotheti 1.7 

448873 NM_003577Hs.22393 density-regulated protein 5.9 

449687 W68520 Hs,331328 Intermediate filament protein syncoilin 5.6 

6 0 450701 H39960 Hs.288467 Homo sapiens cDNA FLJ12280 fis, clone MA ' 1.4 

450703 AA011202 Hs.1 84771 nuclearfacEorl/C (CCAAT-binding tran&c 4.7 

452461 N7B223 Hs.108106 transcription factor 2.9 

452511 BE408178 Hs.285165 Homo sapiens cDMA FLJ20845 fis, clone AD 12.1 

453157 AF077036 Hs.319B9 DKFZP5B6G1722 protein 4.7 

65 453658 8E541906 Hs.87B19 Homo sapiens, clone MGC:2492, mRNA, oomp 1.3 

100833 AF135168 Hs.10B802 N-efnylmaleWGe-sensltive factor 3.2 

102481 U50360 gbHuman catclum, calmodulin-dependent p 6.2 
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102627 


BE244588 Hs.6456 


chaperonin containing TCP1, subunii 2 (b 


7.9 


103S49 


BE270465 Hs.78793 


protein kinase C, zeta 


2.0 


104331 


AB040450 H5.279B62 


cdk inhibitor p21 binding protein 


5.3 


110018 


AW579842 Hs. 104557 


hypothetical protein FLJ10697 


2.0 


116008 


AK001827 Hs.87889 


helicase-mol 


5.7 


119075 


M 10905 Hs.287820 


fibronectln 1 


1.3 


119615 


AL034423 Hs.75875 


si quitin-cenjugstlng sn/yme E2 variant 


2.9 


125006 


SE06513S Hs.145696 


splicing factor (CC1.3) 


1.7 


127609 


X80031 Hs.530 


collagen, type IV, alpha 3 (Goodpasture 


2.4 


129209 


R62676 Hs,17B20 


Rho-associated, coiled-coil containing p 


5.2 


129917 


M30773 Hs.278540 


protein phosphatase 3 (formerly 2B), reg 


4.5 


130182 


BE267033 Hs.192853 


ubiquitln-conjugaling enzyme E2G 2 (homo 


11.0 


130365 


W56119 Hs.155103 


eukaryoilc translation initiation factor 


3.3 


131135 


NMJ16569HS.267182 


TBX3-iso protein 


1.3 


131853 


AI681917 Hs.3321 


ESTs, Highly similar to 1RX1JHUMAN 1ROQU 


3.2 


131381 


AW361018 H3.3383 


upstream regulatory element binding prot 


14.3 


132726 


N52296 Hs.55608 


hypothetical protein MGC955 


3.0 


135193 


X95525 Hs.96103 


TATA box binding protein (TBP)-associate 


2,7 


409487 


H19886 


gb;yri57a05.r1 Soares adult brain N2b5H 


2.3 


416040 


AWfl 19158 Hs.289044 


Homo sapiens cDNA FLJ12D48 fis, clone HE 


7.4 
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TABLE 4 A 

Table 4A shows the accession numbers for those plceys lacking unigenelD's for Table 4. For 
each probeset, we have listed the gene cluster number from which the oligonucleotides were 
designed. Gene clusters were compiled using sequences derived from Genbank ESTs and 
rnRNAs. These sequences were clustered based on sequence similarity using Clustering and 
Alignment Tools (DoubleTwist, Oakland California). The Genbank accession numbers for 
sequences comprising each cluster are listed in the "Accession" column. 

PkGy: Unique Eos probeset identifier number 

CAT number: Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT number Accessions 



20 



123615 30686L-15 AA6G9170 

123619 

101445 
1243B5 
124417 
124482 
102481 
25 103345 



55 



AA602964AA609200 



1642364 1 N34059 N46979 
16575Q9J N53935 N53950 
31281,-28 



3 11Q52_-2 X89059 
110B56 19346J4 . AA992380 N33063 N21418 H79958 R21911 H79957 

103797 109699 1 AA0BD912 AA075318AA083403AA076594 AA078992 AA084926 M081881 AA113913 M113892 
AA083821 AA134S01 AA082953 AA070343 AA0B2835 AA075419 AA063293 AA071252 AA078900 AA062836 AW974305 
120280 160212J M190577 AA181657 
1 13248 328626J T63857 AW971220 AA493469 T63699 

120472 44573_2 AI9500B7 N70208 R97O40 N36809AI308119 AW967677 N35320 A1251473 H59397 AW971573 R97278 W01059AW967671 
AA90859B AA251B75 AI820501 AB20532 WB7891 T85904 U71456 T82391 BE326571 T75102 R34725 M884922 BE328517 
AI21 9788 AA884444 N92578 F13493 AA927794 AI560251 AW874068 AL134043 AW235363 AAB63345 AW0082B2 M488964 
AA283144 AI890387 A1950344 AI741346 A16B9062 AA2B2915 AW102898 AI872193 AI763273 AW173586 AW150329 A1853832 
A1762688 AA98B777 AA488892 AI356394 AW103B13 AI539S42 AA642783 AA656975 AW505512 AI961530 AW629970 
BE612881 AW276997 AW513601 AW512843 AA044209 AW856538 AA1B0009 M337499 AW961 101 AA251659 M251B74 
AI81922S AW2058S2 Afa8333B AW58509 AW276905 AI633005 AAB72684 AA908741 AW072629 AW5139S6 AA293273 
AA969759 N75628 M223B8 H84729 H60052 T92487 AI022058 AA780419 AA551005 W80701 AW613456 A1373032 A1564269 
F00531 H83438 W37181 W78802 R66056 AI002839 R67840 AA300207 AW959581 T63226 F04005 
AI950087 N702D8 R97040 N3SB09 A13081 1 9 AW9B7677 N35320 AI251 473 H59397 AW971 573 R97278 W01 059 AW96767 1 
AA90B598 AA251875 AI820501 AI820532 W87891 T85904 U71456 T82391 BE328571 T75102 R34725 AA884922 BE328517 
A1219788 AA684444 N92578 F13493 AA927794 AI560251 AW87406B AL '.34043 AW235363 AAS63345 AW00B2B2 AA488964 
AA263144 Ai890367 AI950344 AI741346 AI669062 AA2B2915 AW102898 AI872193 AI763273 AW1 73586 AW150329 AI653832 
A176268B M988777 AA48BB92 AI35S394 AW103813 A1539642 AA642789 AA856975 AW505512 AI961 530 AW629970 
BE61286 1 AW276997 AW51 360 1 AM/51 2843 AA044209 AW855538 AA180009 AA337499 AW961 1 0 1 AA25 1669 AA251874 
AI819225 AW205B62 AI6B333B AI858509 AW276905 AI633006 AA972584 AA90B741 AW072629 AW513996 AA293273 
AA969759 N75628 N22338 H84729 H60052 T924B7 AI02205B AA7B0419 AA551005 W80701 AW613456 AI373032 AI564269 
F00531 H834B8 W37181 W7B802 R66056 AI002839 R67840 AA300207 AW9595B1 T63226 F04005 
AA976503 AI917802 AA953664 AA40461 3 AA428771 BE280542 AW194691 AI927301 AI740458 AI79B100 AI935603 AW052210 
AA970201 AI633384 AA425910 AI017004 AI241295AA402816 AA291468 
AA398836AA435847 

AA41656B M442889 AA417233 AA442223 
AA453641 AA454061 
AA157811A/ 
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125115 
125147 
118737 
60 120274 
113196 
120504 



275673J 
283769J 
305217 1 
150431J 

genbank_AA609364 
genbank_AA620586 
genbanLT97341 T97341 
NOT_FOUND_entrezJW3815Q \ 
382979 1 AA1996BBN73861 
genbanLAA177051 AA177051 
gertbank_T57317 T57317 
genbank. AA256837 AA256837 
genbanLAA286942 AA286942 
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120809 ganbank_M346495 AA346495 
113702 genbank_T973Q7 T97307 

129680 23162 1 U03749 NA/L0D1275 JQ3483 J03915 AI214509 AW245744 AL0464Q5 AA318960 AI741505 AA843B75 AI829382 AI560122 
A18S8999 D5595B AI684005 D531 70 AA854091 AI025609 D531 1 9 D54729 D55504 D55377 D553 13 AW51 2244 AA846441 
AW04389B AI969102 AA405741 AI0919B3 M788784 M706566 AA85436 1 AW470949 AA843095 AA772028 AI148432 
A1038109 AA782478 AA91C064 A1220384 AA761296 AA843B81 AAB54064 AA843125 AA843419 AA319036 AA319054 
AS273831 W32275 A1584185 C05724 AA789023 AS686818 D54392 AI022485 AA43141D AA854232 W39212 W15214 AA894441 
AIB03081 AI167331 AW245389 M319430 AA3351 56 AI042646 AA327030 M725170 T27943 AA889304 AA976699 A1687001 
AI621107 AI865540 AA772107 C0B286 AA319681 M40S992 

10104b entrez_J0S614J05614 

117247 genbank N21032 

110501 genbank H5574B 

103392 en1rez_X94563X94563 

105032 genbank AA127818 

119513 NOLFOUNDjniraz W37933 

105445 genbank AA252395 

121514 genbank AA412112 

121558 genbank AA412497 

121911 genbank M427950 

123315 714071J 

114911 genbank 

409487 1134778J 
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TABLE 5: Figure 5 from BRCA 001 US 
Table 5 shows genes upregulated in tumor tissue compared to normal breast tissue. 



Pkey: Unique Eos probeset identifier number 

ExAcon: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of tumor to normal breast tissue 



Pkey ExAccn UnigenelD UnigeneTitle 



50 



100114 X0230S Hs.82962 
100147 013666 Hs.135348 
100154 H60720 Hs.81892 
100335 AW247529 Hs.6793 

100666 L05424 Hs.169610 

100667 L05424 Hs.169610 
1O066B L05424 Hs.169610 
10067B AW502935 Hs.740 
100988 AK000405 Hs.76480 
101031 J05070 Hs. 15 1736 
101045 J05614 

101332 JO4088 Hs. 156346 
101352 AI494299 Hs. 16297 
101580 NM_012151Hs,83363 
101592 AF064B53 Hs.91299 
101767 M81057 Hs.1 80834 
101 806 AA5B6894 Hs.1 12408 
101810 NM_000318Hs.180612 
101983 AI904232 Hs.75323 
102107 BE258602 Hs.182366 
102165 BE313280 Hs.159527 
102198 AW950352 Hs.74598 
102217 AA829978 Hs.301613 
102220 U24389 Hs.65438 
102302 AA306342 Hs.69171 
102348 U37519 Hs.87539 
102374 U33635 Hs.90572 
102455 U48705 Hs.75562 
' 102568 W81489 Hs.223025 
102618 AL037672 Hs.81071 
102687 NM_007O19Hs.93OO2 
102689 U96132 Hs.171280 

102704 AU077058 Hs.54089 

102705 T97490 Hs.50002 
102801 BE252241 H&.33041 
102827 BE244583 Hs.645B 
103060 NMJ)05940Hs.155324 
103080 AU077231 Hs.82932 
103178 AA205475 Hs.275865 
103206 X72755 Hs.77367 
103238 A!3692B5 Hs.75189 
103547 AI376722 Hs.180062 
103549 BE270465 Hs.78793 
103886 AK001278 Hs.105737 
104325 BE379766 Hs.150675 
104827 AW052006 Hs.8551 
104846 AI250789 Hs.32478 
104854 AA041275 Hs.1 54729 
1048B7 M278B96 Hs.225979 



thymidySate synthetase < 

osteoblast specific factor 2 {fasciclin 7 

KIAA0101 gene product £ 

platslet-activating factor acetylhydrola J 

CD44 antigen (homing function and Indian e 

CD44 antigen (homing function and Indian £ 

CD41 antigen (homing fjnulion and Indian 7 

PTK2 protein tyrosine kinase 2 E 

ubiquitin-llke4 1 

matrix metal'oproteinase 9 (gelaiinase B £ 

gb:Human puoBferating cell nuclear ant! £ 

topolsomerase (DNA) tl alpha (170kD) ; 

COX17 (yeast) homolog, cytochrome c oxid S 

ccagula ion Utyr i/lll-associE te (ihfcr £ 

guanine nuc eotide binding protein ( £ 

carboxypeptidase B1 (tissue) 1 

S100 calcium-binding protein A7 (psorias S 

peroxisomal membrane protein 3 (35kD, Ze 2 

probic* S 

heat shock protein 75 1 

death associated protein 3 4 

polymerase (DNA directed), delta 2, regu 4 

JTV1 gene 6 

lysosomal 4 

protein kinase C-flke 2 2 

aldehyde dehydrogenase 3 family, member 2 

PTK7 protein tyrosine kinase 7 6 

discoidin domain receptor family, member 6 

RAB31 , member RAS oncogene family 5 

extracellular matrix protein 1 5 

ubiquitin carrier protein E2-C 4 

hydroxyacyl-Coenzyme A dehydrogenase, ty 6 

BRCA1 associated RING domain 1 1 

small inducible cytokine subfamily A (Cy 2 

pyridoxal (pyridoxins vitamin B6) kinas 6 

cbaperonin containing TCP1, subunlt 2 (b 5 

matrix metalloprotelnase 11 (MMP11; stro 4 

cyclln D1 (PRAD1 : parathyroid adenomatos 3 

ribosomal protein S1 8 9 

monokine induced by gamma interferon 8 

death-associated protein 5 

proteasome {prosome, macropain) subunit, 9 

protein kinase C, zeta 7 

hypothetical protein FU10416 similar to 6 

polymerase (RNA) II {DNA directed) polyp 6 

PRP4/STK/WD splicing factor 1 

ESTs 5 

3-phospholnositide dependent protein kin 1 

hypothetical protein similar to small G 2 
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104896 


AW01531E 


Hs.23165 


i 3 - « t . 


e 7 ' 7 


104S09 


AW408164 


Hs.249184 


tfanscnptlon factor 19 (5G1) 




104916 


AW958157 


Hs.155489 


NS1-associated protein 1 




104919 


AA026880 


Hs.25252 


prolactin receptor 


14 






Hs.278675 


bromodomaln-containing 4 


14 
_'. 




A1199268 


Hs, 19322 


litwrn encore QfrnilaiMn RIKFM rHWfi OMt) 

Homo Sapiens, oimnar io rciftciN guna £\i iu 




105012 


AF098158 




chromosome 20 open reading frame 1 


t't 




AA907305 


Hs.36475 






105079 


AA151342 


Hs.12677 


CG1-147 protoln 




105088 


H5B589 


Hs.35156 


Homo sapiens CUNA rLJ rlU_r WS, clone rL 


X j 


105393 


AF167570 


Hs.256583 


Interleukln enhancer binding factor 3, 9 


Hi 




AA262640 


Hs.27445 


unknown 




105564 


BE616694 


Hs.288042 


hypothetical protein FLJ14299 






AA985190 


Hs.246675 


hypothetical protein FLJ20059 


&4 


1fK7dR 


AW15195S 


He 

hS.4DU/y 


hypothetical protein FLJ20739 


1.5 




AF151066 


Hs.281428 


hypothetical protein 


2.9 




AF016371 


Hs,98B0 


peptidyl prolyl isomerase H (cydophilin 


5.2 


106094 


AA533491 


Hs.23317 


hypothetical protein FLJ 14681 


6.8 


10(5350 


AK001404 


Hs.194698 


cyclinB2 


5.7 


106359 


AW390282 


Hs.31130 


transmembrane 7 superfamily member 2 


6.3 


10661D 


M458882 


Hs.79732 


fibulin 1 


7.9 




NM_00359 


5H5.26350 


tyrosylprolein sulfotransferase 2 


7.7 


106713 


BE614802 


Hs.184352 


hypothetical protein FLJ1 2549 


4.5 




AW959893 


Hs.27059 


hypothetical protein FU23293 similar to 


16.2 


1G6B46 


AB037744 


Hs.34892 


KIAA1323 protein 


2.2 


106873 


N49809 


Hs.11197 


Homo sapiens, clone IMAGE:33431 49, mRNA, 1 6.8 


106973 


BE156255 


Hs.11923 


hypothetical protein 


6.6 


107029 


AF264750 


Hs.288971 


myeloid/lymphoid or mixed-lineage leukeni 


1,8 


107197 


W15477 


Hs.64639 


glioma pathogenesis-related protein 


6.1 


107859 


AW732573 Hs.47584 


potassium vollage-gated channel, delayed 


8.4 


107901 


L42612 


Hs.335952 


keratin 6B 


2.5 


107922 


BE153B55 


Hs.61460 


ig superfamily receptor LNIR 


2.2 




AW956103 Hs.61712 




6.7 




AF129535 Hs,272027 


F-box only protein 5 


7.1 


108647 


BE546947 


Hs.44276 


homeobox C10 


9.8 


108695 


ABD29000 


Hs.70823 


KIAA1077 protein 


7.2 


108894 


AK001431 


Hs.5105 


hypothetical protein FU10569 


4 




AA156542 


Hs.72127 


ESTs 


1.4 


1 DauGE 


AA1 64293 


Hs.72545 


ESTs 


2.9 




AA375752 


Hs.82719 


Homo sapiens mRNA; cDNA DKFZp586F1822 (f 2.9 


109468 


NM_.015310Hs.6763 


KIAA0942 protein 


3.2 


110240 


AI668594 


Hs.176588 


ESTs, Weakly similar to CP4Y_HUMAN CYTOC 4.2 




AI288666 


Hs.16621 


DKFZP43411 16 protein 


6.2 




H55748 




gb:yq94a01.s1 Scares fetal liver spleen 


6.1 


«rmw 


AW1 90338 Hs.28029 


hypothetical protein MGC1 1256 


7.6 




BE044245 


Hs.30011 


hypothetical protein MGC2963 


9.3 


110855 


AA992380 




gb:oi37g06.s1 SoaresJeslisJIHT Homo sap 2.3 


110958 


NM_005864Hs,24587 


signal transduction protein (SH3 contain 


6.7 




N63823 


Hs.269115 


ESTs, Moderately similar to 2195_HUMAN Z 3.6 


111179 


AK000136 


Hs.10760 


asporin (LRR class 1) 


7.1 


111239 


N9Q956 


Hs.17230 


hypothetical protein FLJ22087 


7.9 




AA778711 


Hs.4310 


eukaryolic translation initiation factor 


6.9 




W46342 


Hs.325081 


Homo sapiens, clone IMAGE:3659680, mRNA, 8.4 


111937 


BE29B665 


Hs.14846 


Homo sapiens mRNA; cDNA DKFZp564D016 {fr 10.6 




AB029Q00 


Hs.70B23 


KIAA1077 protein 


14.6 


112995 


AA737033 


Hs.7155 


ESTs, Moderately similar to 21 15357ATYK 


5.6 


113777 


BE266947 


Hs.10590 


zinc finger protein 313 


13.4 


113791 


AI269096 


Hs.135578 


chiiobiase, di-N-acetyl- 


1.3 


113B11 


BE2074B0 


Hs.6994 


Homo sapiens cDNA: FLJ22044 fis, done H 


3.1 


113834 


T26483 


Hs.6059 


EGF-contalnlng fibulln-llke extracellula 


11.3 


1 '3363 


W57902 


Hs.90744 


proteasome jprosome, macropain) 26S subii 


2.7 


113870 


AL079314 


Hs.16537 


hypothetical protein, similar to (U0S944 


5.1 


113923 


AW953484 


Hs.3849 


hypothetical protein FU22041 similar to 


1.9 


114275 


AW515443 Hs.306117 


K1AA03C6 protein 


15.8 


114895 


AA235177 


Hs.76591 


KIAA0887 protein 


7.1 


114965 


A!733881 


Hs.72472 


BMP-R1B 


2,3 


115061 


AI751438 


Hs.41271 


Homo sapiens mRNA full length Insert cDN 


11.0 



142 • 



WO 02/059377 



11 5278 AKQ02163 Hs.301724 


hypothetical prolan FLJ11301 


1.5 


115291 BE545072 Hs.122579 


hypothetical proleln FLJ10461 


6.2 


115652 BE093589 Hs.38178 


hypothetical protein FLJ23468 


10.6 


115693 AF231023 Hs.55173 




6.8 


115941 A1B67451 Hs.46679 


hypothetical protein FU20739 


5.5 


115968 AB037753 Hs.62767 


KIAA1332 protein 




116011 AL359053 Hs.57664 


Homo sapiens mRNA fijll length insert cDN 


2A 


116417 AW499664 Hs.12484 


Human clone 23826 mRNA sequence 


7.4 


116470 AI272141 Hs.83484 


SRY (sex determining region Y)-bbx 4 


2.1 


1 16637 AK001043 Hs 92033 


Integn'n-linked kinase-associated serine 


2.7 


117132 AI393666 Hs.42315 


p10-binding protein 


5.2 


117381 AF1 61470 Hs.260S22 


butyrate-lnduced Iranscript 1 


5.7 


118528 AI949952 Hs,49397 


ESTs 


7.4 


119075 M10905 Hs 287820 


fibronectln 1 


5.7 


119265 BE5397Q6 Hs,285363 


ESTs 


1.4 


119349 T65004 Hs.163561 


ESTs 


8.4 


119403 AL117554 Hs,119908 


nudeolar.prolein NOP5/NOP58 


6.7 


119789 BE393948 Hs.50915 


kallikrein 5 (KLK5; KLK-L2; stratum com 


9.2 


120206 H26735 Hs.9166B 


Homo sapiens clone PP149B unknown mRNA 45.7 


120253 AA131376 Hs 326401 


fibroblast growth facto? 12B 


38.9 


120297 AA191384 Hs 104072 


ESTs, Weakly similar to Z195_HUMAN ZINC 15.2 


120325 M195651 Hs.104106 


ESTs 


6.4 


120327 AK000292 Hs.278732 


hypothetical protein FLJ20285 


16.1 


120349 AW969481 Hs.55189 


hypothetical protein 


1G.8 


120356 AF000545 Hs.296433 


putative purinergic receptor 


28.1 


120371 AA219305 Hs.104195 


EST 


12.4 


120383 AL109963 Hs,123122 


FSH primary response (LRPR1, rat) homolo 


9.7 


120386 AW969665 Hs.154S4B 


hypothetical protein DKFZp434D0127 


32.6 


120389 AW967985 Hs.325572 


ESTs, Moderately similar to ALU7_H UMAN A 21.7 


120396 AA1 34005 Hs.793D6 


eukaryotlc translation Initiation factor 


12.5 


120418 AW966893 Hs.26613 


Homo sapiens mRNA; oDNA DKFZp5B6F1323 {f 11.4 


120472 AI950087 


gbwq05c02j(1 NCI_CGAP_Kid12Homo sapien 19.4 


120484 AA253170 Hs.96473 


EST 


10.4 


120570 AA280679 Hs.271445 


ESTs, Weakly similar to ALU1_HUMAN ALU S 1 4.4 


120582 BE244830 Hs.284228 


ZNF135-like protein 


10.2 


120596 AA282Q74 Hs.237323 


N-acetylglucosamine-phosphaterhutase 


7.5 


120624 AW4079B7 Hs. 17351 8 


M-phase phosphoprotein homoiog 


52 


1 20695 AA976503 


gb:oq30a04.s1 NC!_CGAP_GC4 Homo sapiens 46.8 


120713 AW449855 Hs.96557 


Homo sapiens cDNA FLJ12727 iis, clone NT 5.9 


120750 A1191410 Hs.96693 


ESTs, Moderately similar to 21 09260A B c 


7 


120774 A16D8909 Hs.193985 


ESTs 


7.8 


120807 AA3463B5 Hs.30002 


SH3-containiig protein SH3GLB2; KIAA1B48 6.B 


1 20809 AA346495 


gb:EST52657 Fetal heart II Homo sapiens 


4.4 


120984 BE262951 Hs 99052 


ESTs 


5.6 


121081 M398721 Hs.186749 


ESTs, Highly similar to 137550 mismatch 


5.4 


121408 AA406137 Hs.98019 


EST 


6 


121505 M494172 Hs.194417 


ESTs 


13.1 


121508 AA402515 Hs 97887 


ESTs 


28 


121513 AA416653 Hs.181510 


ESTs 


6.2 


121549 AA412477 Hs.98142 


EST 


7.4 


121558 AA412497 


gb:z(95g12.s1 SoaresJeslisJMT Homo sap 2.8 


121655 AA421537 Hs 17B072 


Homo sapiens mRNA; cDNA DKFZp434B1023 (f 7.8 


121744 AA39B7B4 Hs 97514 


ESTs 


7.1 


121748 UE536911 Hs,234545 


hypDlhetlcal protein NUF2R 


19.5 


121773 AB033022 H&158654 


KIAA1196 protein 


7.9 


121832 AW340797 Hs.9B434 


ESTs 


5.8 


121839 AA425691 Hs.191606 


ESTs, Highly similarto KIAA104B protein 


5 


121882 AA426376 Hs.98459 


ESTs 


5 


121911 M427950 


gb:zw50f02.s1 Scares total fefus_Nb2HF8_ 


7.2 


121999 M430211 Hs.98668 


EST 


6.4 


122013 AA431085 Hs.98706 


ESTs 


6.5 


122036 W92142 Hs.271963 


ESTs, Weakly similar to ALU5_HUMAN ALU 


S 13.1 


122356 AA443794 Hs.9B390 


ESTs 


7.3 


122371 M868555 Hs,178222 


ESTs 


5. 


122372 AA446008 Hs.336677 


EST 


7.6 


122460 AW41878B Hs.99148 


ESTs, Weakly similarto S43569 R01H10.6 


9.7 


122490 AA448349 Hs,238151 


EST 


6.1 
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122492 AA448417 Hs. 104990 






122510 AA449232 Hs.99195 




119 


122530 AW959741 Hs.40368 


adaptor-related protein complex 1, sigma 




122572 AA452601 Hs.99287 


EST 


1l' 




ESTs 


61,5 


1 22614 AA453630 Hs.99339 


EST 


10.7 


122616 AA453638 Ms. 161873 


ESTs 


107.3 


122618 AA453641 


gb;zx48e06,s1 Soares_testis_NHT Homo sa 


J 31.1 


122622 AA453987 Hs. 144802 


ESTs 


5.6 


122717 AA45G859 Hs.178358 


ESTs 


8.5 


122829 AW204530 Hs.99500 


ESTs 


81.8 


1 dcooo AAloUOiw nS.0J4Joo 


ESTs 


75.3 


122856 A1929374 Hs 75367 


Src-like-adapter 


5.8 


122868 AF0G5216 Hs.1 15541 


Janus kinase 2 (a protein tyrosine klnas 


5.3 


122907 AA470074 Hs. 169896 


ESTs 


11.5 


123016 AW338067 Hs.323231 


Homo sapiens cDNA FLJ11946 lis, clone HE 2,6 


123034 AL359571 Hs.44054 


nineln {GSK3B interacting protein) 


8.7 


123136 AW451999 Hs.194024 


ESTs 


5.1 


123152 AW601773 Hs.270259 


ESTs 


5.2 


123394 AA731404 Hs, 105510 


ESTs 


3.6 


123466 AA599042 Hs. 112503 


EST 


7.4 


123486 BE019072 Hs.334802 


Homo sapiens cDNA FLJ1 4680 fis, clone NT 2.4 


1 236 1 5 AA609 1 70 


gb:af12a12.s1 Soares_testis_NHT Homo sap 7.8 


123735 NMJ)13241Hs.95231 


FH1/FH2 domain-containing protein 


10 


123753 AA609955 Hs.234961 


Huntingtln Interacting protein E 


30.6 


124006 AI147155 Hs.270016 


ESTs 


8.1 


124385 AI237847 


gb:aq49a10.x1 Stanley Frontal NB pool 2 


57.1 


124440 AA532519 Hs.129043 


Human DNA sequence from clone 989H1 1 on 7.8 




ESTs 


8.3 


124683 AA381B61 Hs.119878 


ESTs, Weakly simi'arto M3K9_HUMAN MITOG 7,9 


124735 R22952 Hs.268685 


ESTs 


11.3 


124761 AA374756 Hs.93560 


Homo sapiens mRNA for Kl AA1771 protein, 


9 


124768 AW368528 Hs. 100855 


ESTs 


8.1 


.124788 R43543 Hs.100912 


Homo sapiens cDNA: FU22726 fis, clone H 


5.1 


124811 R46068 Hs. 288912 


hypothetical protein FU22604 


14.2 


124812 R4794B Hs,188732 


ESTs 


7.9 


124B22 AA418160 Hs.86043 


Homo sapiens cDNA FLJ13558 fis, clone PL 


6.6 


124860 R65763 Hs.101477 


EST 


23.9 


124903 AW296713 Hs 221441 


ESTs 


32.4 


124930 AI076343 Hs. 173939 


ESTs, Weakly similar to ALUB HUMAN 111! 


22.8 




ESTs, Moderately similar to B34087 hypot 


6,1 


125051 T79956 Hs.1 00588 


EST 


135.3 


125056 T81310 Hs. 100592 


ESTs 


5.4 


125101 A!472068 Hs. 286236 


K1AA1B5S protein 


5.6 


125115 T97341 


gb:ye57e05.s1 Soares fetal liver spleen 


9.6 


125280 AI123705 Hs.106932 


ESTs 


8 


127274 AW96615B Hs.56582 


Homo sapiens cDNA FLJ12789 fis, clone NT 12.8 


128528 R39234 Hs.251699 


ESTs, Weakly similar to IDN4-GGTR14 [H.s 


2.8 


128670 AA975486 Hs.103441 


Homo sapiens, Similar to RIKEN CDNA1700 7.1 


128691 W27939 Hs.103834 


hypothetical protein MGC5576 


7.7 


128772 BE302796 Hs.105097 


thymidine kinase 1, soluble 


5.3 


12B781 N71826 Hs.105465 


smali nuclear ribonucleoproteln poiypept 


-53.9 


128797 NM_002975Hs.105927 


stem cell growth factor; lymphocyte seer 


13.3 


12686B AA419U03 Hs.1UB730 


chromosome 22 open reading frame 3 


3 


128891 F3485B Hs 292457 


Homo sapiens, clone MGC:16362, mRNA, com 1 3,3 


128946 Y13153 Hs.107318 


kynurenine 3-monooxygenase (kynurenine 3 7.2 


128975 BE560779 Hs.284233 


N!CE-5 protein 


14 


128995 AI816224 Hs.107747 


DKFZP566C243 protein 


1.9 


129019 A1950087 


g b:wq05cO2.x1 NCLCGAP„Kld12 Homosaplen 2.9 


129076 AW29B806 Hs.326234 


ESTs, Highly similar to T46422 hypotheii 


5 


12908B AA744610 Hs. 194431 


paladin 


17.1 


12909S AA463189 Hs.288906 


WW Domain-Containing Gene 


20.9 


129198 N57532 Hs.109315 


KIAA1 41 5 protein 


5.8 


129347 BE614192 Hs.279869 


melanoma-associated antigen recognised b 


7.6 


129362 U30246 Hs.110736 


solute carriarfamlly 12 (sodium/potass! 


6.7 


129372 N^L016039Hs.1l0803 


CGI-99 protein 


2 


129404 A1267700 Hs.317664 


ESTs 


5 
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129482 AA188185 


Hs.289043 


splndlln 


6.7 


129559 W01296 


Hs.11360 


hypothetical protein FU 14784 


7.5 


129587 H14718 


Hs.11506 


Human clone 23589 mRNA sequencB 


6.8 


129B29 AK000398 


Hs.11747 


hypothetical protein FLJ20391 


3,6 


129649 AD000092 


Hs.16488 


calretlculin 


3.3 


1296B0 U03749 




gb:Human chromogranin A (CHGA)gene, pro 14.1 


129689 AW7484B2 Hs.77873 


B7 homolog 3 


2.6 


129702 AI304966 


Hs.12035 


ESTs, Weakly similar to I38022 hypothetl 


7.4 


129720 AA156214 


Hs.12152 


AP.V1CF1 protein 


2 


130010 AA301116 


HS.14283B 


nucleolar phosphoprotein Nopp34 


1.6 


130097 AL046962 


Hs. 14845 


forkheadbox03A 


2.8 


130135 AA311426 


Hs.21635 


tubulin, gamma 1 


6.1 


130211 NMJ03358HS.23703 


ESTs, Moderately similar to CEGT_HUMAN C1.6 


130242 X79201 


Hs.153221 


synovial sarcoma, translocated to X chro 


a? 


130359 NM_013449Hs.277401 


bromodomain adjacent to zinc finger doma 




130365 W56119 


Hs.1 55103 


eukaryotic translation initiation factor 




130448 BE513202 


Hs.15589 


PPAR binding protein 




130455 D90041 


Hs,1 55956 


N-acetyliransferase 1 (arylamineN-acety 




130471 AL121438 


Hs.183705 




?7 


130503 BE208491 


Hs.295112 


KIAA0618 gene product 




130511 L32137 


Hs.1584 


cartilage oligomerlc matrix protein (pse 




130542 U64675 


Hs.179625 


RAN binding protein 2-like 1 


7^8 


130553 AF062649 


Hs.252587 


pituitary tumor-transforming 1 


14.4 


130556 AI907018 


Hs.15977 


Empirically selected from AFFX single pr 


4.7 


1305B7 AA383092 


Hs.1608 


replication protein A3 (14kD) 


7.9 


130574 AF083208 


Hs.16178 


apoptosls antagonizing transcription fac 


1.2 


130S17 M9D516 


Hs.1674 


glutamine-fructose-5-phosphatetransamin 


12.1 


130557 BE2469S1 


Hs.17639 


Homo sapiens ublquitin protein ligase (U 


13.9 


130693 R68537 


Hs,17962 


ESTs 


2 


13D744 H59696 


Hs.18747 


POP7 (processing of precursor, S. cerevi 


3.1 


130757 AL036067 


Hs.18925 


protein x 0001 


5.7 


130880 BE514434 


Hs.20830 


kinesin-like 2 


2.1 


130944 BE3a2657 


Hs.21486 


signal transducer and activator of trans 


5.4 


131046 AA321649 


Hs.2248 


small inducible cytokine subfamily B (Cy 


7.4 


131 060 M1 94422 


Hs.22564 


myosin VI 


5.1 


131099 AL1 33353 


Hs.226581 


CQX15 (yeast) homolog, cytochrome c oxid 


7 


131135 NMJM656 


3Hs.267182 


TBX3-iso protein 


3.3 


131185 BE280074 


Hs.23960 


oyclin B1 


5.8 


131225 H62087 


Hs.31659 


thyroid hormone receptor-associated prot 


7.5 


131245 AL080080 


Hs.24766 


thloredoxin domain-containing 


2.8 


131283 X8003S 


Hs.339713 


Homo sapiens clone F19374 APO E-C2 gen 


3 1.3 


131569 AL389951 


Hs.271623 


nucleoporin 50kD 


5 


131643 AW410601 Hs.30026 


HSPC182 protein 


2.9 


131714 AA642831 


Hs.31016 


putative DNA binding protein 


2.9 


131722 D13757 


Hs.311 


pftosphoribosyl pyrophosphate amidotransf 


3,4 


131760 X76732 


Hs.3164 


nucleobindlr* 2 


2.9 


131793 AW966127 


Hs.32246 


Homo sapiens cDNA FLJ 14656 lis, clone NT 7,9 


131885 BE502341 


Hs.3402 


ESTs 


13.7 


131900 AA099014 


Hs.231029 


Homo sapiens, clone MGC:15961, mRNA, com 8,7 


131905 AA179298 


Hs.3439 


stomatin-like 2 


11.3 


131941 BE252983 


Hs.35086 


ublquitin specific protease 1 


2.3 


131971 BE5S7100 


Hs.154938 


hypothetical protein MDS025 


3.5 


132180 NM_004460Hs.418 


fibroblast activation protein, alpha 


14.7 


132203 NM„0Q4782Hs. 194714 


synaplosomal-associated protein, 29kD 


7.8 


132273 AA227710 Hs.43658 


DKFZP586L151 protein 


10 


132288 N36110 


Hs.305971 


solute carrier family 2 (facilitated glu 


9.2 


132294 AB023191 


Hs.44131 


KSAA0974 protein 


2 


132348 AW06770B Hs. 170311 


heterogeneous nuclear ribonucleoprotein 


12.5 


132370 AW572805 Hs.46645 


ESTs 


28.3 


132384 AA312135 


Hs.46967 


HSPC034 protein 


6.1 


132450 AA100012 


Hs.48827 


hypothetical protein FU12085 


8.6 


132465 AW169847 Hs.49169 


K1AA1B34 protein 


6.1 


132532 AA454132 


Hs.50B0 


mitochondrial ribosomal protein L16 


7.1 


132574 AW631437 Hs.5184 


TH1 drosophila homolog 


14 


132638 A1796870 


Hs.54277 


DNA segment on chromosome X (unique) 99212.4 


132718 NM_004600Hs.554 


Sjogren syndroms antigen A2 (6DkD, ribon 


3.7 


132726 N52298 


Hs.55608 


hypothetical protein MGC955 


14.3 
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132731 AI189075 Hs.301872 hypothetical protein MGC4840 5.9 

132744 M010233 Hs.55921 glutamyl-prolyl-tRNA synthetase 6.4 

132773 AA459713 Hs.295901 K1AA0493 protein 14.6 

132798 AI026701 Hs.5716 K1AA0310 gene product 2.5 

5 132810 AB007944 Hs.5737 K/AA0475 gene product 4.2 

132833 U78525 Hs.57783 eukaryotic translation initiation factor 6.1 

132842 NM_016154Hs,279771 Homo sapiens clone PP1596 unknown mRNA7.1 

132B51 U09716 Hs.287912 lectin, mannose-bindlng, 1 6.1 

132891 BE2B7143 Hs.59271 U2(RNU2) small nuclear RNA auxiliary fac 2.7 

10 132941 AIB171G5 Ms.6120 hypothetical protein FLJ13222 2.1 

132972 M034365 Hs.268924 Homo sapiens cDNA FLJ11392 fis, clone HE 3.5 

132980 AA040696 Hs.62016 ESTs 1.3 

132994 AA112748 Hs.2799D5 clone HQ0310 PRO0310p1 17.1 

133016 AI43966B Hs.6289 hypothetical protein FU208B6 .4.4 

15' 133177 X97795 Hs.66718 RAD54 (S.cerevisiae)-like 4,4 

133208 AI801777 Hs.6774 ESTs 5.5 

133254 A1567421 Hs.273330 Homo sapiens, clone IMAGE:3544662 I mRNA, 1.3 

133266 A1160873 Hs.69233 zinc finger protein 1B.1 

133268 AW956781 Hs.293937 ESTs, Weakly similar to FXD2_HUMAN FORKH 12.2 

20 133285 M76477 Hs.289082 GM2 ganglioside activator protein 10.4 

13339D AI950382 Hs.72660 phosphatidylserine receptor 5,7 

133391 AW103364 Hs.727 Inhibin, beta A {activin A, activin AB a 25.5 

133540 AL037159 Hs.74619 proteasome (prosome, macropain) 26S subu 1.7 

133594 AW160781 Hs.172589 nuclear phOSDhoorofcin similar to S.cer 2.6 

25 133621 MM O04893Hs.75258 H2A histone family, member Y 13.5 

13372D L27841 Hs.75737 pericentriolar material 1 6.7 

133760 BE27176S Hs.1B1357 lamlnln receptor 1 (67kD, ribosomal prot 5,4 

133784 BE622743 Hs.301064 arfaptln 1 12.1 

133791 M34338 Hs.76244 spermidine synthase 9.7 

30 133797 AL133921 Hs,76272 retfnoblastorna-binsing protein 2 1.3 

133822 D50525 Hs.699 peptidylproly! isomerase B (cyclophi in 9.7 

133850 W29092 Hs,7678 cellular retinoic acid-binding protein 1 4.2 

133B65 AB011155 Hs.170290 discs, large (Drosophila) homolog 5 5 

133881 U3DB72 Hs.77204 centromere protein F (350/400kD, mitosln 9.1 

35 133924 D86326 Hs.325948 vesicle dackirg protein p1 15 1.S 

133959 XB1789 Hs.77897 splicing factor 3a, subunit 3, 60kD 10.4 

133989 AL040328 Hs.78202 SWi/SNF related, matrix associated, acti 2.6 

133997 AI824113 Hs.78281 regulator of G-protein signalling 12 13 

134234 BE300078 Hs.80449 Homo sapiens, done IMAGE:3535294, mRNA, 10.3 

40 13434B AW291946 Hs.82065 Interleukin 6 signal transducer (gp130, 6.7 

134376 X0B560 Hs.82396 2',5'-oligoadenylate synthetase 1 (40-46 5.5 

134379 AW3621 24 Hs.3231 93 hypothetical protein MGC3222 5.B 

134405 AW067903 Hs.82772 collagen, type XI, alpha 1 72.9 

134421 AU077196 Hs.82985 collagen, type V, alpha 2 6.7 

45 1344B0 NM_005000Hs.83916 Empirically selected from AFFX single pr 6.2 

134516 AK001571 Hs.273357 hypothetical protein FU10709 1.4 

134529 AW41 1479 Hs.848 FK506-binding protein 4 (59kD) 2.8 

134751 AW630803 Hs.89497 laminBI 6.1 

134790 BE002798 Hs.287850 integral membrane protein 1 ' 1.2 

50 134806 AD001528 Hs.89718 spermine synthase 2.6 

134850 AI701162 Hs.90207 hypothetical protein MGC1113B 9.1 

134859 D26488 Hs.90315 KIAA0007 protein ■ 13.3 

134971 A1097346 Hs.2B6049 phosphoserine aminotransferase 2 

1351B1 BE250665 Hs.279529 px19-!iko aroteln 14.9 

55 135207 M26427 Hs,9634 ESTs, Highiy similar to C10,H(JMAN PUT AT1 1.7 

135245 AI028767 Hs.262603 ESTs 12.2 

1 35257 AW291 023 Hs.97255 ESTs, Weakly similar to A4601D X-lnked 7.6 

135307 AI743770 Hs.98368 ESTs, Weakly similar to KIAA0B22 protein 5.8 

135321 A1652069 Hs.9B614 ribosome binding protein 1 (dog 180kD ho 12.3 

60 135354 AA456454 Hs.183418 cell division cycle 2-like 1 (PITSLRE pr 5.7 

135400 X78592 Hs.99915 androgen receptor (dthydrotestosterone r 13.9 

302276 AW057736 Hs.323910 HER2 receptor tyrosine kinase {c 5.3 

317781 NMJ07057Hs.4265Q 2W10 interactor 2,8 

321114 AA902256 Hs.7B979 Golgl apparatus protein 1 5,5 

65 322556 BE041451 Hs.177507 hypothetical protein 2.9 

420802 U22376 Hs.1334 v-myb avian myeloblastosis viral oncogen 2.3 

424001 W67B83 Hs.137476 paternally expressed 10 (PEG10; KIAA105 7 
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425182 AF041259 


Hs.155040 


zinc finger protein 217 


2.3 


446999 AA151520 


Hs.334822 


hypothetical protein MGC4485 


7.5 


450701 H3996G 


Hs.288467 


Homo sapiens cDNAFLJ12280f 


s, done MA 5.6 


452461 N78223 


Hs.108106 


iranscrip'Jon factor 


4.7 


453157 AF077036 


Hs.31989 


DKFZP586G1722 protein 


12,1 
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TABLE 5A 

Table 5A shows the accession numbers for those pkeys lacking unigeneED's for Table 5, For 
each probeset, we have listed the gene cluster number from which the oligonucleotides were 
5 designed. Gene clusters were compiled using sequences derived from Genbank ESTs and 
mRNAs. These sequences were clustered based on sequence similarity using Clustering and 
Alignment Tools (DoubleTwist, Oakland California). The Genbank accession numbers for 
sequences comprising each cluster are listed in the "Accession" column. 

10 Pkey: Unique Eos probeset identifier number 

CAT number Gene cluster number 
Accession: Genbank accession numbers 

15 Pkey CAT number Accessions 

123615 30686 -15 AA509170 
124385 656394J AI267B47 N27351 

110856 19346J4 AA9S2380 N330B3 N2141S H7995B R21911 H79957 

20 120472 44573„2 AI950087 N70208 R97040 N36809 AI3081 19 AW967677 N35320 AI251473 H59397 AW971573 R97278 WO1059 AW967S71 
AA80859B M251875 A1S2D501 AI820532 W87891 TB5904 U71 456 T82391 BE328571 T75102 R34725 AA884922 BE328517 
A121 9788 AA8B4444 N92578 F1 3493 M927794 AI560251 AW874068 AL1 34043 AW235363 AA663345 AW008282 
AA488964 AA283144 AI890387 AI950344 AI741346 AI689062 AA28291 5 AW102898 AJB72193 AI763273 AW173586 
AW150329 AI653832 AI762688 M988777 M488892 AI356394 AW103813 A1S39542 AA642789 AA856975 AW505512 

25 AI961530 AW629970 BE612681 AW276997 AW513601 AW512843 AA044209 AW856538 AA180009 AA337499 AW961 101 

AA251 669 AA251874 AI819225 AW205862 AI683338 AI858509 AW276905 AI633006 AA972584 M908741 AW072629 
AW513996 AA293273 AAB69759 N75628 N22388 H84729 H6Q052 T92487 AI0220S8 AA780419 M5510D5 WB0701 
AW613456 AI373032 A1564269 F00531 H83488 W37181 W78802 R6605S AI0D2S39 R67840 AA300207 AW9595B1 T63226 
F04005 

30 129019 44573_2 AI9500B7 N70208 R97040 N36809 AI3D8119 AW967677 N3532Q AI251473 H59397 AW971573 R97278 W01059 AW967671 
AA9Q8598 AA251875AI820501 AI820532 W87891 T85904 U71456T82391 SE328571 T75102 R34725 M884922 BE328517 
AS21 97B8 AA884444 N92578 F13493 AA927794 AI560251 AW674068 AL134043 AW235363 AA663345 AW008282 
AA4B8964 AA283144 AI8903B7 AI950344 AI741346 AI689062 M282915 AW102B98 AI872193 A1763273 AW173585 
AW150329 A1B53832 AI762688 AA9B8777 AA48B892 AI35B394 AW10381 3 A1539642 AA642789 AA856975 AW505512 

35 AI9G1530AWG29970BE612881 AW276997 AW513601 AW512B43 AAG44209 AW856538 AA180009 AA337499 AW961101 

AA251669 AA251874 AI819225 AW205862 AI683338 A1858509 AW276905 AES33006 AA972584 M908741 AW072629 
AW513996 AA293273 AA969759 N7562B N223BB H84729 H60052 T92487 A1022058 AA780419 M551005 W80701 
AW613456 A1373D32 A1564269 F00531 HB348B W371B1 W78802 R66056 AI002839 R67B4D AA300207 AW959581 T63226 
F04005 

40 120695 9B83J M976503 AI917802AA953664 AA404613 AA428771 BE280542 AW194691 AI927301 AI740458 

AI79S100 AI935603 AW052210 M970201 A1633384 M425910 AI017004 AI241295 AA402816 AA291468 
122618 305217 1 AA453641 M454061 
125115 genbariKJ97341 T97341 
12D809 genbank_AA346495 AA346495 
45 129680 23162J UQ3749NM_0Q1275JQ3483 JD3915AI214509AW245744AL04S455 AA313960 AI74150SAA843875AI829382 AI560122 
AI858999 D55958 Ai6S4C05 D53170 M854091 AI0256O9 D53119 D54729 D55504 D55377 D55313 AW512244 AA846441 
AW043898 AI969102 AA405741 AI091983 AA788784 AA706586 AA854361 AW470949 AA843095 AA772028 AI148432 
AB38109 AA782478 AA910064 A1220384 AA781296 AA843881 AA854064 AA843125 AAB43419 M319036 AA319Q54 
AI273831 W32275 A1584185 C05724 M7B9023 AI686B10 DS4392 AI022485 AA431410 M854232 W39212 W15214 
50 AAB94441 AI803D31 A1167381 AW245389AA319430AA335156AI042646M327030AA725170 T27943 AA889304 

AA976699 AI6B7CQ1 AI621107 AI865540 M772107 C06286 AA319661 AA405992 
101045 entre2L.J05614J05614 
110501 genbank_H55748 H55748 
.121558 genbank_AA412497 AA412497 
55 121911 genbanLAA427950 AA427950 
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TABLE 6: Figure 6 from BRCA 001 US 
Table 6 shows genes upregulated in tumor tissue compared to normal breast tissue. 



Pkey: Unique Eos prcteet identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene TiUe; Unigene gene title 

R1: Ratio of tumor to normal breast tissue 



Pkey ExAccn UntgenelD UnigeneTitle R1 

100147 D13665 Hs.135348 osteoblast specific factor 2 7.5 

100678 AW502935 Hs.740 PTK2 protein tyrosine kinase 2 53.2 

101806 AA586894 Hs.112408 S100 calcium-binding protein A7(psoiias 8.9 

102455 U48705 Hs.75562 discotdln domain receptor family, member 6.9 

103206 X72755 Hs.77367 monokine induced by gamma interferon 8.8 

105743 BE246502 Hs.9598 sema domain, immunoglobulin domain (Ig), 2.6 

105746 AW1 51 952 Hs.46679 hypothetical protein FLJ20739 1,5 

106373 AW5Q3B07 Hs.21 907 histone acetyltransferase 1.8 

110240 AI668594 Hs.176588 ESTs, Weakly similar to CP4YJHUMAN CYTOC 4.2 

119260 AK001724 Hs.102950 coat protein gamma-cop 3.2 

120206 H26735 Hs.91668 Homo sapiens clone PP1498 unknown mRNA 45.7 

120253 AA131375 Hs,326401 fibroblast growth factor 12B 38.9 

120297 AA191384 Hs.104072 ESTs, Weakly similar to Z195_HUW1AN ZINC 15.2 

120624 AW407987 Hs.1 73518 M-phase phosphoprotein homoiog 52 

120695 AA976503 gb:oq30a04.s1 NCI_CGAP_GC4 Homo sapiens 46.8 

12O807 AA346385 Hs.30Q02 SH3-contalnlrig protein SH3GLB2; KIM1 848 6.8 

121508 M402515 Hs.97887 ESTs 28 

122607 AA453518 Hs.98023 ESTs 61.5 

122616 AA453638 Hs.161873 ESTs 107.3 

122618 AA453641 gb:zx48e06.s1 SoaresJssfe.NHT Homo sap 31.1 

122829 AW20453D Hs.99500 ESTs 81.8 

122838 AA46D5B4 Hs.334386 ESTs 75.3 

123753 AA609955 Hs.234961 HunSIngtln interacting protein E 30,6 

124385 AS267847 gb:aq49a10.x1 Stanley Frontal NB poo! 2 57.1 

124860 R65763 Hs.101477 EST 23,9 

124930 AI076343 Hs.173939 ESTs, Weakly similar io ALUB^HUMAN 111! 22.8 

125051 T79956 Hs,100588 EST 135.3 

128781 N71826 Hs.1 05465 small nuclear ribonucteoprotelri polypept 53.9 

129096 AA463189 Hs.28B906 WW Domaln-Conlaining Gene 20,9 

129347 BE614192 Hs.279869 melanoma-associated antigen recognised b 7.6 

1296B9 AW7484B2 Hs.77873 B7horiiolog3 " 2.6 

130503 3E208491 Hs.295112 KIAA0618 genB product 16.1 

130511 L32137 Hs.1584 cartilage ollgomeric matrix protein (pse 6.1 

131046 AA321649 Hs.2248 small inducible cytokine subfamily B (Cy 7.4 

131643 AW4106D1 Hs.30026 HSPC1 82 protein 2.9 

131925 AF151048 Hs.183180 anaphase promoting complex subunlt 11 (y 2.7 

132180 NrVL00446OHs.418 fibroblast activation protein, alpha 14,7 

132370 AW572805 Hs.46645 ESTs 28.3 

132994 AA112748 Hs.279905 clone HQ0310PRO0310p1 17,1 

133016 AI4396BB Hs.5289 hypothetical protein FLJ2088S 4.4 

133266 AI160873 Hs.69233 zinc finger protein . 16.1 

133391 AW1 03364 Hs.727 inhibin, beta A (actlvln A, acfwin AB a 25.5 

134169 AI690916 Hs.1781 37 transducer of ERBB2, 1 1,2 

134219 NM.00O402HS.802OB glucose-6-prtosphate dehydrogenase 1.9 

134405 AW067903 Hs.82772 collagen, type XI, alpha 1 72.9 

134529 AW41 1479 Hs.848 FK50S-binding protein 4 (59kD) 2.B 

134975 R50333 Hs.92186 Leman coiled-coil protein 2.6 

135181 BE250865 Hs,279529 px19-like protein 14.9 

322556 BE041451 Hs.177507 h 
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TABLE 6A 

Table 6A shows the accession numbers for those pkeys lacking unigenelD's for Table 6. For 
each probeset, we have listed the gene cluster number from which the oligonucleotides were 
designed. Gene clusters were compiled using sequences derived from Genbank ESTs and 
mRNAs. These sequences were clustered based on sequence similarity using Clustering and 
Alignment Tools (DoubleTwist, Oakland California). The Genbank accession numbers for 
sequences comprising each cluster are listed in the "Accession" column. 

Pfcey: Unique Eos probeset Identifier number 

CAT number: Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT number Accessions 
124385 656394J AI267847 N27351 

120695 9683 3 AA976503 AI917802 AA953664 M404S13 AA428771 BE280542 AW194691 AI927301 AI740453 A17961Q0 A1935S03 

AW052210 AAS70201 AI633384 AA425910 AI017004 A1241295 AA402816 AA291458 
122613 305217J AA453641 AA454061 
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TABLE 7: Figure 7 from BRCA 001-1 US 

Table 7 shows genes upregulated in tumor tissue compared to normal breast tissue. Open 
reading frames in the sequences have been characterized as having a signal sequence (SS), a 
transmembrane domain (TM) or other. 



Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbarck accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of tumorto normal breasttlssue 

ORF struct Info: Siructurai characterization of open reading frame for the sequence of the gene 







UnigenelD 


UnigeneTitle 


R1 


ORF struct info 


100113 


NMJQ1269 


Ks.84745 


chromosome condensation 1 


2.3 


TM 


100114 


X0230S 


Hs.82962 


fhymidylate synthetase 


2.9 






D12485 


Hs.11951 


Gctonuclestide pyrophosphatase/phosphodi 


1.9 




10C143 


BE185499 


Hs.2471 


KIAA0020 gene product 




TM 


100147 


D13666 


Hs.136348 


osteoblast specific factor 2 (fasciclin 


7.6 


other 


1C0154 


H60720 


Hs.81892 


KIAA0101 gene product 


9.2 




1001 63 


W44671 


Hs.124 


gene predicted from cDNA with a complete 


1,6 


other 


100220 


AW015534 


Hs,2l7493 


annexin A2 


2 




100265 


D38521 


Hs. 112396 


K1AA0077 protein 


1.5 


other 


100271 


BE160081 


Hs.256290 


S100 calcium-binding protein A11 (caigfz 


13,5 




100275 


BE242802 


Hs.154797 


KIAA009Q protein 


5.1 


other 


100323 


D50920 


Hs.23106 


KIAA0130gene product 


1,9 


TM 


100335 


AW247529 


Hs.6793 


platelet-acfo/ating factor acetylhydrola 


2,7 


other 


100364 


NMJ504341 


Hs:1 54866 


carbamoyl-phosphate synthetase 2, aspart 


2 


other 


100372 


NIVL014791 


Hs.184339 


KIAA0175 gene product 


2,6 


other 


100393 


D84145 


Hs.39913 


novel RGD-containing protein 


3.2 


o'Jier 


100400 


AW954324 


Hs.75790 


phosptiatidyllnosltol glycan, class C 


1.5 


other 


100416 


D86978 


Hs.84790 


KIAA0225 protein 


2 


other 


100482 


M65028 


Hs.81361 


heterogeneous nuclear ribonucleoproieln 


2.9 


other 


100518 


NMJD04415 


Hs.74316 


desmoplakin (DPI, DP1I) 


1.9 


other 


100636 


L05424 


Hs.1 69610 


CD44 antigen (homing function and Indian 


5,7 


other 


100667 


L05424 


Hs. 169610 


CD44 antigen (homing function and Indian 


9 


? 


100668 


L05424 


Hs.169610 


CD44 antigen {homing function and Indian 


7.7 


other 


100678 


AW502935 


Hs.740 


PTK2 protein tyrosine kinase 2 


53,2 


other 


100783 


AF078847 


Hs.191356 


general transcription factor I1H, polype 


6 


other 


100692 


BE245294 


Hs.180789 


S1 64 protein 


1.7 


? 


100945 


AF002225 


Hs.180686 


ublqultlrs protein ligase E3A (human papi 


1.5 


other 


100969 


AA157634 


Hs.79172 


solute carrier family 25 (mitochondrial 


6,3 


ether 


100988 


AK000405 


Hs.76480 


ubiquitin-iike 4 


11.4 




■009S9 


H38765 


Hs.80706 


diaphorase (NADH/NADPH) (cytochrome b-5 


1,6 


other 


101031 


J05070 


Hs.151738 


matrix melalloproteinase 9 (gelatinase B 


8.4 


other 


101045 


J06614 




gb:Human proliferating cell nuclear anil 


b 


? 


101077 


N99692 


Hs.75227 


Empirically selected from AFFX single pr 


2.6 


other 


101093 


L06419 


Hs75093 


procollagen-lysine, 2-oxoglutarate 5-dio 


1.4 




'01186 


AA020956 


Hs.1798S1 


core-binding factor, betasubunit 


2 


TM 


101216 


AA284166 


Hs.84113 


cyclln-dependent kinase Inhibitor 3 (CDK 


1,8 


other 


101228 


AA333387 


HS.B2916 


chaperonin containing TCP1, subunit6A ( 


1,7 


TM 


101247 


AA132666 


Hs78802 


glycogen synthase kinase 3 beta 


1.9 


other 


101249 


L18964 


Hs.1904 


protein kinase C, iota 


1.5 


other 


101332 


J04088 


Hs.156346 


topoisomerase (DMA) II alpha (170kD) 


5,3 


other 


101352 


AI494299 


Hs.16297 


COX17 (yeast) homobg, cytochrome c oxid 


4.2 




101396 


BE257931 


Hs78996 


proliferating ceil nuclear antigen 


1.9 


TM 


101445 


M21259 




gb:Human Alu repeats in the region 5' to 


1.6 


TM 


101470 


NMJ00546 


Hs.1846 


tumor protein p53 (Li-Fraumeni syndrome) 


2.5 


other 


101478 


NM_002890 


Hs758 


RAS p21 protein activator (GTPase activa 


5.5 


otner 
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1014S3 M24486 


Hs.76768 


procvliageii-proline, 2-oxoglutarate 4<fl 






101540 J04977 


Hs.84981 


X-ray repair complsmenting defective rep 






101573 AW248421 


Hs.25075B 


proteasome (prosome, macropain) 26S subu 


R7 


thr 


101560 NMJM2151 


Hs.83363 


coagulation factor VI ll-assoclated (intr 




other 


101592 AF064B53 


Hs.91299 


guanine nucleotide binding protein {G pr 






101621 BE391804 


Hs.62661 


guanylate binding protein 1, Interferon- 




o.nsr 




ns.n/yo/*r 


protein phosphatase 2 {formerly 2A} f Teg 






101734 M74099 


Hs.1 47049 


cut (Drosophila)-llke 1 (CCAAT displacem 






101759 M80244 


Hs.184601 


solute carrier family 7 (cationb amino 




Jo 


101767 M81057 


Hs.1 80884 


carboxypeptidaso B1 (tissue) 


!, 




101782 AA3Q6495 


Hs.1869 


phosphogiucomutase 1 




•h 


101805 AW409747 


Hs.75612 


stress-induced-phosphoprotein 1 (Hsp70/H 






10180B AA586B94 


Hs.1 12408 


S100 calcium-binding protein A7 (psorlas 


HQ 




101810 NM_0QQ318 


Hs.180512 


peroxisomal membrane protein 3 (35kD, Ze 


?R 


TM 


101879 AA176374 


Hs.243886 


nuclear autoantigenlc sperm protein (his 






101911 AA441787 


Hs.1 19689 


glycoprotein hormones, alpha polypeptide 




< t . 


101920 AF182S45 


Hs.8024 


IK cytokine, down-regulator of HLA II 


1 R 




101973 U41514 


Hs.80120 


UDP-N-acetyl-alpha-D-galac!osamine:polyp 


2.4 


other 


102009 BE245149 


Hs.82643 


protein Tyrosine kinase 9 


I' 3 


other 


102035 BE25D127 


Hs.82906 


CDC20 (csli division cycle 20, S. cerevl 






1020B3 T35901 


Hs.75117 


Interteukin enhancer binding factor 2, 4 


1.5 


other 


102107 BE258602 


Hs. 182366 


heat shock protein 75 


1 « 


oj'ner 


102123 NM„001809 




centromere protein A (1 7kD) 






102165 BE3132B0 


Hs.1 59627 


death associated protein 3 


4.6 




102198 AW950852 


Hs.7459B 


polymerase (DNA directed}, delta 2, regu 


4.4 




102217 AA829978 


Hs.301613 


JTV1 gene 


V/i 


* r 


102220 U24389 


Hs.65436 


lysosomal 






102234 AW1 63390 


Hs ,278554 


heterochromattn-like protein 1 


10 


TM 


102260 AL039104 


Hs.159557 


karyopherin alpha 2 (RAG cohort 1, impor 


4,4 


other 


102302 AA30B342 




proieirr kinase C-iike 2 






102330 BE2980S3 




chromobox homolog 1 (Drosophila HP1 beta 




fr -• 


102339 BE378432 




cyciin-dependent kinase 4 


2.3 


TM ' 


102348 U37519 


Hs.87539 


aldehyde dehydrogenase 3 family, member 




TM 


102349 AU077055 


Hs.289107 


bsculoviral IAP repeat-containing 2 






102369 U39840 


Hs.299867 


hepatocyte nuclear factor 3, alpha 






102374 U33635 


Hs,90572 


PTK7 protein tyrosine kinase 7 


R5 




102391 M296874 


Hs.77494 


deoxyguanosine kinase 






102455 U48705 


Hs.75562 


discoldin domain receptor family, member 


7 


ot/ior 


102465 NM_001359 


Hs.81548 


2,4-dienovl CoA reductase 1 , mitochondri 






102488 U50939 


Hs.61828 


amyloid beta precursor protein-binding p 


1.5 




102489 AL080116 


Hs,74420 


origin recognition complex, subunit 3 (y 




cher 


102494 AI188137 


Hs.75193 


CO?9 homolog 






102501 AF217197 




siah binding protein 1; FBP Interacting 






102522 BE25D944 


Hs, 183556 


solute earner family 1 {neutral amino a 






102532 AF040253 


Hs,70186 


suppressor of Ty (S.cerevisiae) 5 homdlo 


C7 




102564 U59423 


Hs.79067 


MAD (mothers against decapentaplegic, Dr 


2.3 


other 


102568 W81489 


Hs.223025 


RAB31, member RAS oncogene family 


5.3 


other 


102580 U60808 


Hs.1529B1 


CDP-diacylglycerol synthase (phosphatida 






1025B1 AU077228 


Hs.77256 


enhancer of zeste (Drosophila) homolog 2 


1.6 


■ 


1025B2 U61232 


Hs,32675 


tubulin-specific chaperone e . 


2.1 


other 


102617 AW161453 


Hs.198767 


COP9 (constitutive photomorphogenic, Ara 


1.8 


other 


102618 AL037B72 


Hs.B1071 


extracellular matrix protein 1 


5.8 


oliier 


102627 AL021918 


Hs.156174 


zinc finger prctein 184 (Kruppei-Iiko) 






102663 NMJI02270 


Hs.168075 


karyopherin ((mportin) beta 2 




TM 


102676 BS262989 


Hs.12045 


putative protein 


2.3 




102687 NMJ07019 


Hs.930D2 


ubiquitin earner protein E2-C 


4.4 




102689 U96132 


Hs.171280 


hydraxyacyl-Coenzyme A dehydrogenase, ty 


6 


? 


102696 BE540274 


Hs.239 


forkhead box M1 


4.2 


other 


102704 AU077058 


Hs.54089 


BRCA1 associated RING domain 1 


1.9 


other 


102705 T97490 


Hs.50002 


small inducible cytokine subfamily A (Cy 


2.3 


SS.TM 


102750 AB014460 


Hs.66196 


nth (E.coll endonuciease lll)-like 1 


1.2 


TM 


102801 BE252241 


Hs,38041 


pyridoxal (pyridoxins, vitamin B6) kinas 


8.5 


other 


102812 U90549 


Hs.236774 


high-mobility group (nonhistone chromoso 


1.6 


other 


102827 BE244588 


Hs.6456 


chaperonin containing TCP1, subunit2 (b 


5.6 


TM 


102844 AV653790 


Hs.324275 


WW domain-containing protein 1 


1.3 


TM 


102868 X02419 


Hs.77274 


plasminogen activator, urokinase 


4.4 


other 


102925 BE440142 


Hs.2943 


signal recognition particle 19kD 


1.9 


other 
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102935 BE561850 


Hs.8050S 


srnai! nuclear rifaonudeoprotein polypept 


2.4 


7 


10296B AU076611 


Hs.154672 


methylene tetrahydrofoiafe dehydrogenase 


2.7 


other 


1029B3 BE3B72C2 


Hs.1 18638 


non-meiastatic cells 1, protein (NM23A) 


3,1 


other 


102965 US5742 


Hs,2707 


G1 to S phase transition 1 


5.2 


? 


103023 AW500470 


Hs.1 17950 


multifunctional polypeptide similar to S 


1.6 


other 
TM 


10303B AA926960 


Hs.334883 


CDC28 protein kinase 1 


2.5 


103060 NMJ)05940 


Hs.1 55324 


matrix metalloproteinase 11 (MMP11; stro 


4.5 


other 


103080 AU077231 


Hs.82932 


cyclin D1 (PRAD1: parathyroid adenomatos 


3.1 


other 


103089 D31152 


Hs.1 79729 


collagen, type X, alpha 1 (ScSimld metaph 


2.4 


other 


103177 BE244377 


Hs.48876 


famesyf-dlphosphate famesyltranaferase 


3.5 


103178 AA205475 


Hs.275B65 


ribosomal protein S18 


9.9 


? 


103179 NM 001777 
103181 X69B36 


Hs.82685 


CD47 antigen {Rh-related antigen, Integr 


1.3 


other 


Hs.334731 


Homo sapiens, clone IMAGE:344B306, mRNA, 


2 


other 


103185 NM.006825 


Hs.74368 


transmembrane protein (53kD), endoplasmi 


1.6 


offier 
other 


103191 AA401039 


Hs.2903 


protein phosphatase 4 (formerly X), cata 


2.5 


103193 NM_004766 


Hs.75724 


coatomer protein complex, subunit beta 2 


2.2 


TM 


103194 NMJ04939 


Hs.78580 


DEAD/H (Asp-Glu-Ala-Asp/Hls) box poiypep 


6.3 


TM 


'103206 X72755 


Hs.77367 


monokine Induced by gamma interferon 


8,8 


TM 


103223 BE275607 


Hs.1 708 


chaperonin containing TCP1, subunit 3 (g 


3 


oihar 


103232 X75962 


Hs.1 29760 


tumor necrosis factor receptor siiperfami 


1.8 


other 


103238 AI369285 


Hs.75189 


death-associated protein 


5.6 


TM 


103297 NMJ01545 


Hs.9078 


immature colon carcinoma transcript 1 


1.9 


? 


1D3330 AI803447 


Hs.77496 


small nuclear ribonucleoprotein polypept 


2.5 


other 


103349 X89059 




gb:H. sapiens mRNA for unknown protein ex 


1.6 


other 


103376 ALG36166 


Hs.323378 


coa:ed vesicle membrane protein 


1.8 


other 


103391 X94453 


Hs.1 14366 


pynoline-5-carboxylate synthetase (glut 


2.3 


other 
TM 


103392 X94563 




gb:H.saplens dbi/acbp gene exon 1 & 2. 


4 


103430 BE584090 


Hs.20716 


translocase Df inner mitochondrial membr 


1,3 


othor 


103491 AF264750 


Hs.288971 


mycl H i',iiiphold or mixed-lineags leukem 


5.7 


? 


103505 AL031224 


Hs.33102 


transcription factor AP-2 beta (acfivati 


5,1 


other 


103547 AI376722 


Hs.180082 


proteasome (prosOme, macropain) subunit, 


9.7 


? 


103588 NMJJ06218 


Hs.85701 


phosphoinositide-3-kinase, catalytic, al 


2 


other 


103613 NMJ0Q346 


Hs.2316 


SRY (sex determining region Y)-box 9 (ca 


1.3 


7 

other 


103621 BE379766 


Hs.1 50675 


polymerase (RNA) II (DMA directed) polyp 


2 


1D3622 AA609685 


Hs.278672 


membrane component, chromosome 11, surfa 


2,3 


TM 


103727 AI878883 


Hs.296381 


growth factor receptor-bound protein 2 


1.3 


other 


103754 AIO15709 


Hs.1 72089 


Homo sapiens mRNA; oDNA DKFZp586l2022 (f 


1.3 


other 


103780 AA094752 


Hs,1 69992 


hypothetical 43.2 Kd protein 


7.6 


? 

SS.TM 


103795 H26531 


Hs,7367 


Homo sapiens BTB domain protein (BDPL) m 


1.3 


103797 AA080912 




gb:zn04d03.r1 Stratagene hNT neuron (937 


1,6 


other 


103813 AW42582 


Hs.181271 


CGI-120 protein 


1,6 


other 


103855 W02383 


Hs,302267 


hypothetical protein FU1033O 


1.6 


other 


103886 AK001278 


Hs.105737 


hypothetiral protein FLJ10416 similar to 


6.6 


TM 


.104052 MM 002407 


Hs.97644 


mammagtabin 2 


2,9 


other 


104079 AA251242 


Hs.1 03238 


ESTs 


1.4 


other 


104174 AA478984 


Hs.6451 


PRO0659 protein 


5,6 


TM 


104227 AB002343 


Hs.98938 


profocadherin alpha 9 


1.6 


other 


104275 AI751970 


Hs.1 01067 


GCN5 (general control of amino-acid synt 


5.4 


other 


104325 BE379766 


Hs.1 50675 


polymerase (RNA) II (DNA directed) polyp 


5.4 


other 


104370 AA324597 


Hs.21851 


Homo sapiens cDNA FU 1 2900 lis, clone NT 


1,6 


other 


104423 RB3113 


Hs.1432 


protein kinase C substrate 80K-H 


5.2 


other 


104462 AB037762 


Hs.44268 


myelin gene expression factor 2 


1.2 


ether 


104667 A1239923 


Hs.30098 


ESTs 


1.4 


other 


104757 A1694413 


Hs.332649 


olfactory receptor, family 2, subfamily 


2.4 


ether 


104804 A1658702 


Hs.31803 


ESTs, Weakly similar to N-WASP [H.sapien 


1.4 


other 


104806 AB023175 


Hs.22982 


KIAA0958 protein 


2.4 


other 


104827 AW052006 


Hs.8551 


PRP4/STWWD splicing factor 


10.9 


other 


104846 A1250789 


Hs.32478 


ESTs 


5,7 


other 


104854 AA041276 


Hs.154729 


3-phospholnositide dependent protein kin 


12.3 


7 . 


104867 AA278898 


Hs.225979 


hypothetical protein similar to small G 


2,1 


other 


104871 T78044 




Homo sapiens mRNA; cDNA DKFZp56402364 (f 


1.4 


other 


104896 AW015318 


Hs!23165 


ESTs 


17,7 


other 


104909 AW408164 


Hs.249184 


transcription factor 19 (SC1) 


5.1 


TM 


104916 AW958157 


Hs.155489 


NS1 -associated protein 1 


1.8 


other 


104919 AA026880 


Hs,25252 


prolactin receptor 


1.5 


other 


104930 AF043467 


Hs.32893 


neurexophtin 2 


2.3 


other 
other 


104973 NM_015310 


Hs.6763 


KIAA0942 protein 


5.1 
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Y12059 


Hs. 278575 


bromodomaln-contalnlng 4 


1 5 


other 






Hs 50758 


SMC4 [s\tu clural maintenance of enromoso 


2.4 


other 




AI199263 


Hs 19322 


Homo sapiens, Similar to RIKEN cDMA 2010 


7.3 




104979 


AA937934 


Hs.321062 


E T\nrvW I TTP blndina crotein 






104994 


AI499930 


He ^^JRflG 




3 6 


7 


1050D9 


BE379584 


Hs 34789 


d r h h 1 ■ -.-accharkJe-orotei 


5.6 






AF098158 


Hs.9329 










AI650715 




E2r transcription factor 5, piou-uinaing 








A6037716 


Hs 26204 


K/AA1295 prctein ■ 


2.2 


other 


in™! 








3.9 


? 




AA151342 


Hs.12677 


CGI-147 protein 






in™ 


AA147884 




Homo sapiens cDMA FLJ14388 fis clone HE 


57 


other 




H58589 


Hs.35156 


Homo sapiens cDNA FLJ1 1027 fis, clone PL 


2,2 


other 






Hs.27023 


vesicle transport-related protein 








BE387350 


Hs. 33122 


jvaaiioj protein 


16 


other 




AW975433 


Hs 36288 




6.4 






AA045648 


Hs. 301957 






other 


irwiai 


AA1 64687 


We 177^7R 
nS.litOfo 


" 1 IX "iffhM V^'vr-fnr 


2,8 






AW976357 


Hs.234545 


hypothetical protein NUF2R 






inMRQ 


BE245294 


Hs 180789 




17 


other 


3™25? 


AA191512 




Homo sapiens cDNA FLJ11309 fis, clone PL 




SS.TM 




AA071276 


Hs 19469 


KIAA0859 protein 




TM 




AA263143 


Hs.24596 










Hs.35B5 


ESTs, Weakly simttario AF12674J i DNAJ 






iivvvw 


AA70Q1Z2 






82 


? 




AW270037 


Hs.1 79507 


KIAA0779 protein 




S ot'her 




NM-016015 




CGI-68 protein 


84 




1 05355 


BE264645 


Hs 2B2093 




51 


other 




AW8B77Q1 


Hs.32356 








in™? 


BE242303 


Hs.262823 


nypotTieti'-al protein rU10325 










Hs 108636 




23 


SS.TM 




AF1 67570 


Hs.256533 






^ot'her 


165399 


BE3B6877 


Hs 33481 1 


,38 hlr dlna^ratPinNPwBP "°' ' " 


1,6 




i n^nn 


AF1 98620 


Hs 65648 




16 




in^W7 


AA252395 




gb'zs12glGs1 NCI CGAP GCB1 Homo sapiens 










Hs 225318 




16 


other 




AA1 13449 


Hs.32471 




■it 




in™? 


AB023179 




KIAA0962 protein 




other 










93 


other 


105564 


BE516694 


Hs.288042 


hypothetical protein y-J14<!99 






105596 


AA579535 


Hs.18490 




10° 






AFQ54284 


Hs.334826 


spBcln^faotorM ) sutaft 1 155kD 






105 BOB 


AI808201 


Hs.287863 


hypothetical protein FLJ12475 


17 






AA280072 


Hs.99B72 


fetal Alzheimer antigen 






105617 


AK000892 






17 


TM 


105620 


AW302245 


Hs, 181 390 


casein Kinase 1 , gamma 2 








AA98519Q 


Hs. 246675 




94 


other 




AW4999BB 


Hs. 27801 








105708 


R26944 


Hs,180777 


Homo sspiens mRNA" cDNA DKFZp564M0264 (f 








BE245502 


Hs.959B 


sema domain, '^P"?^™* 1 ^ oma ' n ('9)' 


27 


other 


intMR 


AW151952 


Hs.46679 




15 


t 




AI1231 18 




chemokine- 1 e ac or, a ema ve y S P 




105771 


Al 267720 


Hs 153221 




16 


other 


105820 


AA741336 


Hs. 152108 


transcriptional unltNKo 






105826 


AA478756 


Hs. 194477 


E3 ublquiSn ligase SMURF2 


1.3 


other 


105B56 


AI262106 


Hs.12653 


ESTs 


2,4 


other 


105858 


AF151066 


Hs.281428 


hypothetical protein 


2.9 


other 


105875 
105930 


AK001708 


Hs.32271 


hypothetical protein FLJ10846 


1,4 


other 


AF016371 


Hs.9880 


peptidyl prolyl isomerase H (cyclophllln 


5.3 


other 


106000 


AW194426 


Hs.20726 


ESTs 


1.7 


other 


106011 


AW081202 


Hs.12284 


Homo sapiens, clone 1MAGE:2989556, mRNA, 


2,8 


other 


106017 


AA477956 


HS.2626B 


ESTs 


1.4 


other 


106073 


AL1 57441 


Hs.17834 


downstream neighbor of SON 


1.4 


other 


106078 


AA130158 


Hs.19977 


ESTs, Moderately similar to ALU8_HUM AN A 


1.6 


? 


106094 


AA533491 


Hs.23317 


hypothetical protein FU14681 


6,9 


other 


106140 
106271 


AB006624 


Hs.14912 


K1AA0285 protein 


1.6 


other 


AA251393 


Hs.289052 


Homo sapiens, Similar to R1KEN cDNA 5430 


10.8 


? 
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106268 


AB037742 


Hs, 24336 


KSAA1321 protein 


1 3 


other 


1063CO 


y, 1 


Hs.19114 


high-ntobffity group (nonhistone chromoso 




ss eF 


106333 


AL043114 


Hs,22410 


CCTe UloaHw elmilnrtrt AZAP.AQ mtinnon 

cols, weaKiy similar to Aoqtwa coiiagen 


55 






AKQ01404 


Hs.194698 


cydin B2 


58 


other 




AW390282 


Hs.31130 


transmembrane 7 superfamily member 2 






106381 


AB040916 


Hs.24106 


KIAA1483 protein 




l er 




AW74842Q 




homo sapiens cuna. rLJ/i^u/ us, cione u 


00 






AF1 19256 




zinc finger protein 278 


27 


Ith 


106470 


D63078 


ns,186180 


Homo sapiens cDNA: FLJ23038 lis, done L 




other 






Hs.57787 




IB 






AKO00933 




Homo sapiens cDMA FLJ10071 lis, clone HE 






106610 


AA45BB82 


Hs.79732 


fibuiin 1 




SS, 


106624 


MM„003595 


Hs.26350 


tyrosyfproteirt sulfotrartsferase 2 


7fl 


other 


106650 


AL049951 


Hs.22370 


Homo sapiens mRNA; oDNADKF2p554O0122 (f 


1R 


™ 8r 


106669 


AV657117 


Hs.184164 


ESTs, Moderately similar to S65657 alpha 


11 




ins ^ 


BE614802 


Hs. 184352 


hypothetical protein FLJ12549 


4fi 


lh 

otner 




AA600357 


Hs.239489 


TIA1 cytotoxic granule-associated RNA-bi 






106723 


BE38B094 




n^o , , . ... 








AF1 74467 


Hs.293753 


□Ci-2-relatsd ovarian Killer protein-UK 


57 


th 




AW959893 


Hs.27099 


hypothetical protein FLJ23293 similar to 


] ■ 




ins Ml 


BE564871 


Hs. 29463 






th 

o er 




AB037744 


Hs. 34892 


KIAA1323 protein 


00 






AF151031 


Hs,300631 


hypothetical protein 






106873 


N49809 


Hs.11197 


Homo sapiens, clone IMAGE:3343149, mRNA, 




TM ' 


106886 




Hs.9567 


GL002 protein 


1 c" 




106906 


AA861271 


Hs.222024 


transcription factor BMAL2 




°,, er 


106920 


AK001 838 


Hs.296323 




34 




105945 


AK000511 


Hs.6294 


hypothetical protein DKFZp434L1435 sirnil 






Inborn! 


BE15625S 


Hs.11923 


hypothetical protein 


R7 


'th 


J™" 


AW631480 


Hs.8688 


h ST ft r tp' I?fl7?7 


fi 1 




107004 


AA146872 


Hs. 300700 


hypothetical protein rUlwii 




oth 




AF264750 


Hs. 288971 




IB 


olh 




AW385224 


Hs.35198 


ectcnucleotide pyropnosphatase/phosphoai 




omer 




AK0Q0733 


Hs.23900 


GTPase activating protein 




outer 




AK000512 




hypothetical protein FLJ20505 


17 






AV661958 




GK001 protein 




oner 




AK0O1455 


Hs.5198 


Down syndrome critical region gene 2 


0 




1071K1 


AW378065 


Hs.8687 






tm 


in7i7^ 


AW391927 


Hs.7946 


KIAA128B protein 




outer 




BE1 22762 


Hs.2533B 








107197 


W15477 


Hs.64639 


glioma pathogenesis-related protein 




other 


107221 


AW88841 1 


Hs.B1915 


leukemia-associated phosphopratelnp18 ( 


17 I 


other 


107243 


BE219716 




ESTs, Moderately similar to I3B759 zinc 








AW263124 


Hs.3151 11 


nuclear receptor co-repressor/HDAC3 comp 


■ 18 


th 


107263 


D60341 


Hs.21198 


transiocase of outer mitochondria! membr 




omer 


107265 


BE379594 


Hs,49136 


ESTs, Moderately similar to ALU7_HUMAN A 


9S 

r™ 




107299 


BE277457 


Hs,30661 


hypothetical protein MGC4606 




tm 
j ?> 






Hs.193700 


Homo sapiens mRNA; cDNA OKFZp586l0324 (f 


0 




107354 


NMJ06299 


Hs.96448 


zinc finger protein 193 




■ 




AW299900 


Hs.267632 


TATA element modulatory factor 1 


19 




107481 


AA307703 


Hs.279765 


kinesin family member 4A 


1.6 




107529 


BE515065 


Hs. 296585 


nucleolar protein (KKE/D repeat) 


■ 


«L 


107554 


AA001386 


Hs.59844 








107681 


BE3795D4 


Hs.49136 


ESTs, Moderately similar to ALU7_HUMAN A 


23 


SSTM 




AA0185B7 


Hs.303055 


ESTs, Weakly similar to ALU1_HUMAN ALU S 


2.2 


?' 


107859 


AW732573 


Hs.47584 


potassium voltage-gated channel, delayed 


8.4 


TM 


107901 


L42612 


Hs.335952 


keratin 6B 


2,5 




107922 


BE153655 


Hs.61460 


Ig superfamiiy receptor LNIR 


2.3 


other 


107974 


AW956103 


Hs.61712 


pyruvate dehydrogenase kinase, Isoenzyme 


6,8 


other 


108040 


AL121031 


Hs.159971 


SWI/SNF related, matrix associated, actl 


1.6 


other 


108230 


AA054224 


Hs.59647 


ESTs 


1,3 


other 


108274 


AF129535 


Hs.272027 


F-box only protein 5 


7.2 


7 


10829S 


N31256 


Hs.161623 


ESTs 


2,6 


other 


108486 


AA083069 


Hs.339659 


ESTs 


3,6 


other 


108607 


8E3003BO 


Hs.69476 


Homo sapiens cDNA FLJ12758 Ss, cione NT 


3,5 


other 


108621 


AA101809 


Hs.182685 


ESTs 


1.7 


other 


108634 


AW022410 


Hs.69507 


ESTs 


1.8 


SS.TM 
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55 





BE546947 




homeD boxC10 








ABQ29000 


Hs.70823 


KIAA1077 protein 


73 


other 




AI089575 




progesterone membrane binding protein 








AK0D1 693 


Hs.273344 


DKFZP5S4C0463 protein 


19 


other 




AL121500 


Hs,1789Q4 


ES (| S I h- 




^fier 






Hs 111680 




2.2 






AI801233 






54 






AK001431 




hypothetical protein FU1D5by 




?' 




AA149754 


Hs.195155 


Homo sapiens amino acid transport system 


57 






AA151708 


ns.inytju 




17 


other 


108987 


AA152178 


Hs.23467 


hypothetical protein FU10633 




° h er 




AB02B987 




KSAA1064 protein 


17 




innrvn 








15 


other 




AA1 57811 




gb:zo35uD7.s1 Stratagene colon (9^/201) 














,' 


other 




AW608930 


Hs.52184 


hypothetical protein FLJ2D618 






109112 


AW4 19196 


Hs.257924 


hypothetical protein FU137B2 




109124 


AKO00S84 


Hs.183887 


hypothetical protein FLJ22104 


17 


th 

criner 


109139 


AJ1 32592 


Ks.59757 


zinc finger protein 281 


7 7 




109166 


AA219691 


Hs.73B25 


RAB5 interacting, kinesin'like (rabkines 


\ 




109198 


BE5S6742 


Hs.58169 


highly expressed in cancer, rich in leuc 


~\ 


other 


109213 


NM_016603 


Hs,32D35 


potential nuclear protein C5QRF5; GAP-li 


~J 


other 




AW958181 


Hs.1 89998 








109233 


AU077281 


Hs.170285 


mideoponn 214kD (CAIN) 




other 


109270 




Hs.35B5 


ESTs, Weakly similar to AF126743 1 DNAj 


M 




109273 


AA375752 


Hs.82719 


Homo sapiens mRNA; cDNA DKFZp586F1822 (f 




other 




AF1 53201 


Hs.86276 


C2H2 (Kruppel-type) zinc finger protein 






109341 


AA213506 


Hs. 115099 


f ST ■ 






109391 


AL098858 


Hs.1 84245 


KIAA0929 protem Msx2 interacting nuclea 






109420 


H83603 


Hs.40408 


homeo box C9 






109426 


N30531 


Hs.42215 


protein phosphatase 1 , regulatory subunl 








A1160029 


Hs.61438 




2 






AA232103 








ottw 


1094S0 


AB032969 


Hs.1 73042 


KIAm1143 protein 


1 \ 




InodTR 


NM_O15310 




KIAA0942 protein 


t 






AW074143 








TM 


109570 




Hs.1 188S0 


glycogen synthase kinase S alpha 








En9R1J 






14 






B719R4 




F<5T 


n 


other 


]]nnsR 


H11938 


Hs.21907 


iiisicne ncGlvltraTiDierusG 


- 


°ther 




AA503041 


Hs.279O09 


matrix Gla protein 






1 <miin 


AA603840 


Hs.29956 


KIAA0460 protein 








T07353 






2 9 






R51853 


Hs.226429 


coTs, weakly similar to ALU1_nUMAN ALU o 








NM_014521 






43 


other 




AI668594 


Hs. 176588 










N41744 


Hs.1 9978 


CGl-30 protein 






1102S9 


H28426 


Hs.32406 


ESTs, Weakly similar to 138022 hypotheSf 








BE25698B 


Hs.1 1896 


hypothetical protein FLJ12089 


91 


th 


110501 


H55746 




gb:yq94a01.s1 Soares fetal liver spleen 






110504 


H55915 


Hs.210859 


hypothetical protein FU1 1 016 


fil 




110525 


H57330 


Hs.37430 




it 


th 

other 


110568 


AK001160 


Hs.5999 


h.p ih:ncg)l protein FLJ10298 






110699 


T97586 


Hs.18090 










AB007902 


Hs.32166 


KIAA0442 protein 


1.6 


TM 


110742 


AW1 90338 


Hs.28029 


hypothetical protein MGC1125S 


7.8 


other 


110761 


AL138077 


Hs.16157 


hypothetical protein FU 12707 


2,5 


other 


110762 


BE044245 


Hs.30011 


hypothetical protein MGC2963 


9.3 


? 


110765 


AK000322 


Hs.18457 


hypothetical protein FU2031 5 


' 5.5 


SS, 


110769 


BE000831 


Hs.23837 


Homo sapiens cDNA FLJ11S12 fis, clone HE 


2.1 


TM 


110799 


AI089660 


Hs.323401 


dpy-30-Uke protein 


1.5 


TM 


110805 


T25829 


Hs.2404B 


FK506 binding protein precursor 


6.7 


TM 


110813 


AA767373 


Hs.35669 


ESTs, Moderately similar to ALU1_HUMAN A 


5.7 


other 


110820 


R33261 


Hs.6614 


ESTs, Weakly similar to A43932 mucin 2 p 


3.4 


other 


110840 


N31598 


Hs.12727 


hypothetical protein FU21610 


1.7 


TM 


110844 


A1740792 


Hs.1 67531 


methylcrotonoyl-Coenzyme A carboxylase 2 


1.7 


othsr 


110854 


BE612992 


Hs.27931 


hypothetical protein FLJ10607 similarto 


4.7 


other 
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gb , ot37g06 s1 Scares testis NHT Homo sap 


23 


other 


nuBoD acJ84447 


He WffilA 

ns.iouj<r 


hypothetical protein MGC13186 


35 




110B97 AL1 17430 


Hs.6880 


DKFZP434D156 protein 






110915 BE092285 




nypouieitcai proiein ri_j to itu 


26 


SS 


110918 HQ4360 


Hs.24283 


ESTs, Moderately sirnllarto reduced expr 






110958 NM_005B64 


Hs. 24587 




6 7 


o'th 


110963 AKOQ2180 




DKFZP5640123 protein 






110981 AK0019B0 




ADP-ribDsyltransferase {NAD+; poly(ADP-r 


1 3 


other 


110984 AW613287 


Hs 80120 




18 


? " 


111125 N63823 


Hs, 269115 


tii i i, rviooeraieiy similar 10 l iyo_riuiYittf\i l 






111132 AB037BD7 


Hs.83293 


hypothetical protein 




' th 


111164 N46180 


Hs,1 22489 


Homo sapiens cDNA FLJ13289 fis, clone OV 


2 3 




111172 R67419 


Hs. 21851 


Homo sapiens cDNA FLJ12900 fis clone NT 




ouW 


111174 AL05Q186 


Hs.26295 


Homo sapiens rnRNA' cDNA DKFZp58BD1122 {f 


75 


oih 


111179 AK000136 


Hs.10760 


asporin (LRR class 1) 






111184 AI815486 


Hs.243901 


Homo sapiens cDNA FLJ20738 fis, clone HE 


58 


other 


111189 N67603 


Hs 272130 


ESTs, Weakly similar to SS5824 reverse t 


36 


SS, 


111216 AW139408 










1 1 1 221 AB037782 


Hs.15119 


KIAA1361 protein 






111223 AA852773 


Hs.334838 


rvlftAioQO protein 


4 7 


other 


111239 N90956 


Hs 17230 




79 


1 


111285 AA778711 










111299 ABO33091 


Hs.74313 


KIAA1 265 protein 






•111312 AI523913 


Hb.34504 




38 


other 


111318 T99755 


He, 3 34728 




13 


tm' 


111337 AA837396 




LIS1 Interacting protein NUDE1 rat homo 


51 


other 


111352 H58589 


Hs.35156 


Homo sapiens cDNA FLJ11027 fis clone PL 






111370 A1478658 






28 


, 


111384 N94606 


Hs. 288969 


HSCARG protein 




oi er 


111389 AK000987 


Hs.169111 


oxidation resistance 1 


91 


TM Sr 


111452 R02354 


ns.isyyy 




27 




111486 A1051194 


Hs. 227978 


!fl ... . 7DC< U11 ., AU , 






111549 W9063B 




ESTs, Moderately similar to zkf inhuman l 


'14 


ether 


InaoO K1Ur*U 


Hs 20670 




16 


7 


111627 R52656 


ns.zioyi 








111870 AB037834 




Homo sapiens mRNA for KIAA1413 protein, 




°ih' er 


111937 BE298665 


Hs.14846 


Homo sapiens mRNA; cDNA DKFZp5B4D016 (fr 


inr 


TM f 


111944 AW083791 


Hs. 21263 




66 




111987 NM_D1531Q 


Hs.6763 


KJAA0942 protsjn 






112134 R41823 




ESTs; calsyntenin-2 




other 
°th 8r 


112244 ABO29O00 


Hs.70823 




14 6 




112388 R46071 


nS.JUloyo 


Homo sapiens clone IMAGE'3638994 mRNA 


g ' 


other 


1 1 2456 NM_016248 


Hs 232076 




1 4 


other 


112464 AW007287 


Hs. 28538 








11250B AI742756 


Hs,26079 


\ iu r _* 




vT 1 


112513 R68425 


Hs.13609 


hypothetical protein FLJ1uo4o 


9 




112752 AK001635 


Hs. 14838 


hypothetical protein FLJ1D773 


16 


other 


112884 AK000004 


Hs,5013 


Homo sapiens mRNA for FLJ0ODO4 protein, 


66 


other 


112923 T10258 






15 


? 


112936 AW970826 


HS.Dloo 


KIAA1557 protein 


32 


other 


112958 R61388 




^lu^corii id DNAbl d" fact 






112966 2.44718 


Hs 102548 




6.5 


other 


112978 AKQ0D272 




nypothsiicat protein H_J2D2b5 






1 12995 AA737033 


H'7155 


to is, MOuerdieiy similar \o iood/a i i i\ 


5.6 


other 


1129S6 BE276112 


Hs7165 - 


zinc finger protein 259 


2 


other 


113047 AI571940 


Hs.7549 


ESTs 


1.9 




113049 AW965190 


Hs.7560 


Homo sapiens mRNA for KIAA1729 protein, 


2.4 


TM 


113069 T40707 


Hs.270862 


ESTs 


1.3 


SS, 


113196 T57317 




gb:yb51a03.s1 Siratagene fetal spleen (9 


1.7 


other 


113248 T63857 




gb:yc16e01.s1 Sbatagene lung (937210) H 


2.3 


other 


113254 AK0021BO 


Hs. 11449 


0KFZP564O1 23 protein 


1.3 


other 


113277 AW971049 


Hs.11774 


protein (peptidyl-prolyl cis/trans isome 


3.2 


other 


113429 AA68B021 


Hs.1 79808 


ESTs 


1.2 


other 


113499 AI467908 


Hs.8882 


ESTs 


6 


other 


113547 H5953B 


Hs.15233 


ESTs 


2 


SS, 


113647 AA813887 


Hs.188173 


Homo sapiens cDNA FLJ1 2187 tis, clone MA 


1.3 


SS, 


113702 T97307 




gb:ye53h05.s1 Soares fetal liver spleen 


4.4 


other 
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113759 


AW499865 


Hs.9456 


SWI/SNF related, matrix associated, actl 


1.2 


other 


113777 


BE265947 


Hs.10590 


zinc finger protein 313 


13.4 


other 


113763 


AL3595B8 


Hs.7041 


hypothetical protein DKFZp762B226 


1.7 


other 


113791 


AI269096 


Hs.135578 


chltobiase, dl-N-acetyl- 


1.3 


other 


113808 


W44735 




Hcmo sapiens cDNA: FLJ21278 fis, clone C 


3,3 


other 


113811 


BE207480 


H&5994 


Homo sapiens cDNA: FLJ22044 lis, clone H 


3,1 


other 


1-13617 


H13325 


Hs.332795 


hypothetical protein DKFZp761017121 


3.2 


other 


113826 


AW378212 


Hs.24309 


hypothetical protein FLJ10826 


2.3 


? 


113834 


T26483 


Hs,6059 


EGF-conlaining fibulln-te extracellula 


11.3 


TM 


11386B 


W57902 


Hs.90/44 


proteasome (prosome, macropain) 26S subu 


2,7 


other 


113870 


ALD79314 


Hs.16537 


hypothetical protein, similar to (U06944 


6,1 


other 


113885 


AW959486 


Hs.21732 


ESTs 


6.6 


other 


113923 


AW953484 


Hs.3849 


hypothetical protein FLJ22041 similar to 


1,9 


? 




W87544 




ESTs 


1.2 


other 


114022 


AI539519 


Hs!i20969 


Homo sapiens cDNA FL511562 fis, clone HE 


5.4 




114030 


AIB25386 


Hs.164478 


hypothetical protein FLJ21 939 similar to 


9.4 


other 


114060 


AB029551 


Hs.7910 


RING1 and YY1 binding protein 


1.8 


other 




AF017445 


Hs.150926 


fucose-l-phosphateguanylyltransferase 


1.5 


other 


114226 


AB023968 


Hs.7989 


KIAA1 045 protein 


1,8 




114253 


BE149866 


Hs.14831 


Homo sapiens, Similar to zinc finger pro 


2.3 
1,4 


other 


114262 


AL1 17518 


H8.3B88 


KIAA0978 protein 


TM 


114275 


AW515443.comp 


Hs.306117 


KIAA0306 protein 15.8 


114292 


AI815395 


Hs. 184641 


fatty acid desaturase 2 




T 'th 


114309 


AA332453 


Hs .20824 


CGI-85 protein 


?4 




11439? 


AA2495BO 


Hs. 100748 


ESTs, Weakly similar to A28996 proline-r 






1 14407 


BE539976 


Hs,103305 


Homo sapiens mRNA; cDNA DKFZ!p434BD425 (f 


■n 


TM 


114455 


H379DS 


Hs.271616 


ESTs, Weakly similar to ALU8 _HUMAN ALU S 


s-'-j 




114463 


AL120247 


Hs.40109 


KIAA0872 protein 




TM 


114464 


AI091713 


Hs.106597 


Homo sapiens, Similar to RIKEN cDNA 1110 




other 


114471 


AA028074 


Hs.104613 


RP42 homolog 


i q 




1144B0 


BE066778 


Hs.1 51 678 


UDP-N-acatyl-alpha-D-galactosamine:polyp 


13,1 




114671 


M766268 


Hs,266273 


hypothetical protein FU 13346 




o'her 


.114698 


AA476966 


Hs, 110857 


polymerase (RNA) III (DNA directed) poly 


3.6 


other 


114730 


AI373544 


Hs.331328 


Intermediate filament protein syncoilin 


3.9 


other 


114767 


AI85S865 


Hs.1 54443 


minichromosome maintenance deficient (S, 


1.7 


other 


114774 


AV656017 


Hs.1 84325 


CG1-76 protein 


3.2 


other 


114798 


AA159181 


Hs,5490O 


serologically defined colon cancer antig 


3.6 


other 


t 14860 


AL157545 


Hs.42179 


bromodomaln and PHD finger containing, 3 


4.4 


other 


1 14895 


M236177 


Hs.76591 


KIAA0887 protein 


7.2 


other 


114896 


BE539101 


Hs.5324 


hypothetical protein 


1.3 


other 


114911 


AA236672 




gb:zt29f02,s1 Soares ovary tumor NbHOTH 


1.5 


other 


114930 


AA237022 


Hs.188717 


ESTs 


2 


ss, 


1 14936 


AA242634 


Hs.58384 


ESTs 


2,9 


other 


114965 


AI733881 


Hs.72472 


BMP-RIB 


2,3 


? 


1 15023 


AF102546 


Hs.63931 


dachshund (Drosophila) homolog 


1,3 


other 


115033 


M252360 


Hs.87968 


toll-like receptor 9 


1.6 


other 


115061 


AI751438 


Hs.41271 


Homo sapiens mRNA full length insert cDN 


11,6 


other 


115117 


AI670347 


Hs.5324 


hypothetical protein 


1.5 


other 


! 15205 


AW1 83695 


Hs.186572 


ESTs 


2,5 


other 


115221 


AW365434 


Hs.79741 


hypothetical protein FLJ101 1 6 


1.5 


other 




BE251328 


Hs.73291 


hypothetical protein FLJ108B1 


1.3 


TM 


115242 


AI368236 


Hs.283732 


ESTs, Moderately similar to ALU1_HUMAN A 


1.4 


other 




AK002163 


Hs.301724 


hypothetical protein FUi 1301 


1.5 


other 


115285 


AW972B72 


Hs.293730 


ESTs 


2.4 


other 


115291 


BE545072 


Hs.122579 


hypothetical protein FU10461 


6.3 




115400 


AI215069 


Hs.89113 


ESTs 


6.7 


?' 


115463 


M314349 


Hs.48499 


tumor antigen SLP-8p 


7.5 


? 


115471 


AK001376 


Hs.59346 


hypothetical protein FU1051 4 


1.4 


TM 


115479 


AW301608 


Hs.278186 


ESTs, Moderately similar to I54374 gene 


4.1 


TM 


115496 


AW247593 


HS.71B19 


ejkaryotic translation Initiation factor 


16.3 


other 


115500 


Y14443 


Hs.88219 


zinc finger protein 200 


5 


other 


115553 


AJ2759B6 


Hs.71414 


transcription factor {SMJF gene) 


2,5 


other 


115581 


AI540842 


HS.610B2 


ESTs 


6,2 


other 


115587 


BE081342 


Hs.283037 


HSPC039 protein 


2,9 


oilier 


115590 


M399477 


Hs.67696 


7-60 protein 


5,3 


TM 


115646 


N36110 


Hs.305971 


solute carrier family 2 {facilitated glu 


4.8 


? 


115652 


BE0935B9 


Hs.38178 


hypothetical protein FLJ23468 


10.6 


other 
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30 



115655 AL04B269 


Hs.288544 


Homo sapiens, clone MGC: 16063, mRNA, com 


12.7 


TM 


115663 A1138785 


Hs.40507 


ESTs 


2 


other 


115676 AA953006 


Hs,88143 


ESTs 


3.1 


other 


115690 AA625132 


Hs.44159 


hypothetical protein FLJ21615 


1.7 


TM 


115693 AF231023 


Hs.55173 


cadherin, EGF LAG seven-pass G-type rece 


6.9 


other 


115715 BE395161 


Hs.1390 


proteasome (prosame, macropaln) subunlt, 


1.7 


other 


115734 AI950339 


Hs.40782 


ESTs 


2.7 


TM 


115811 NM_015434 


Hs.4B604 


DKFZP434B168 protein 


2.1 


other 


115B23 AI732742 


Hs.87440 


ESTs 


2.1 


other 


115837 AI676217 


Hs.42761 


ESTs 


1.3 


other 


115844 AI373082 


Hs.332938 


hypothetical protein MGC5370 


4.4 


other 


115866 AW062629 


Hs.52081 


KIAA0867 protein 


7.3 


other 


115875 N55659 


Hs.333823 


mitochondrial ribosomal protein L13 


1.2 


other 


115941 AI867451 


Hs.46679 


hypothetical protein FLJ20739 


5,5 


other 


115968 AB037753 


Hs.62767 


KIAA1332 protein 


9.8 


other 


116003 BE275469 


Hs.66493 


Down syndrome critical region gene 5 


1.4 


other 


116011 AL359053 


Hs.57864 


Homo sapiens mRNA full length insert cDM 


2,4 


other 


116108 M770E88 


Hs.28777 


H2A historic family, member L 


1,8 


other 


116134 BE243B34 


Hs.50441 


CGI-04 protein 


1,4 


other 


116189 N35719 


Hs.44749 


ESTs, Moderately similar to T0035B hypot 
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Hs.261915 


EST Weakly similar to KB5 57 stpha- C a 


2.1 


other 


123811 
123951 


AA620586 
AB012922 


Hs.1 73043 


gb:ae50g05.s1 Siratagcne lung carcinoma 
metastasis-assDciated Mike 1 


2.7 
6.3 


other 
? 


123983 


AJ272267 ' 


Hs.146178 


choline dehydrogenase 


4.4 


other 


124001 


L42542 


Hs.75447 


ralA binding protein 1 


7.1 


? 


124005 


AI147155 


Hs.270016 


ESTs 


3.3 


SS, 


124070 


AI950314 


Hs.154762 


HIV-1 revbindlng protein 2 


3,6 


other 


124074 


H05635 


Hs.294030 


topolsomerase-relateri function protein 4 


1.2 


ss, 


124173 


BE463721 


Hs.97101 


putative G protein-coupled receptor 


3.2 


? 


124203 


AA372796 


Hs.269339 


ESTs, Weakly similar to AF1S1356 1 HSPCO 


5.7 


other 


124352 


AA640891 


Hs.1 02406 


ESTs 


3.1 


TM 


124375 


D87454 


Hs.1 92966 


KIAA0265 protein 


3.5 


other 


124353 


AI267847 




gb:aq49a10.x1 Stanley Frontal MB pool 2 


57,1 


? 


124390 


M317338 


Hs.7535 


COBW-like protein 


2.8 


other 


124391 


AF155099 


Hs,279780 


NY-REN-18 antigen 


7.1 


other 


124417 


N34059 




gb:yv28h09.s? Soares fetal livcrsp/een 


3.3 


other 


124428 


H13540 


Hs.82202 


rlbosomal protein 11 7 


2.9 


other 


124440 


AA532519 


Hs.129043 


Human DNA sequence from clone 989H1 1 on 






124466 


R10084 


Hs.113319 


kinesin heavy chain member 2 


2£ 


TM 


124482 


N53935 




gb:yv59d09.s1 Soares fetal liver spleen 


7.9 


TM 


124498 


H79433 


Hs.268997 


ESTs 


7.8 


other 


124515 


AA669097 


Hs,109370 


ESTs 


3.3 


other 


124603 


N71076 


Hs.1 02800 


ESTs, WeaWy similarto neuronal thread 


4.6 


? 


124631 


NMJ14053 


Hs.270594 


FLVCR protein 


3.2 


other 


124634 


AI765123 


Hs.143871 


Homo sapiens cDNA FLJ13533 fis, clone PL 


5.8 


other 


124637 


AA1 60474 


Hs.75798 


hypothetical protein 


9.3 


other 


124642 


AW968856 


Hs.278569 


sorting nexin 17 
ESTs 


3.5 


other 


124649 


N92593 


Hs.313054 


6.1 


TM 


124661 


R48170 


Hs.78436 


EphB1 


5,6 


other 
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124663 


AA361661 


Hs.1 19878 


ESTs, Weakly similar to M3K9_HUMAN MITOG 


7.9 


TM 


124712 


R09166 


Hs.191148 


ESTs 


5.7 


other 


124735 


R22952 


Hs.268585 


ESTs 


113 


? 


124761 


AA374756 


Hs.93560 


Homo sapiens mRNA for KIAA1771 protein, 


9 


other 


124768 


AW368528 


Hs.100855 


ESTs 


B.3 


other 


124775 


R41772 


Hs.100878 


ESTs 


4.9 


other 


124777 


R41933 


Hs.140237 


ESTs, Weakly similar to ALU1_HUMAN ALU S 


2,8 


othor 


1247B8 


R43543 


Hs.100912 


Homo sapiens cDNA: FLJ22726 fis, done H 


5.1 


other 


124809 


AL355722 


Hs. 106875 


Homo sapiens EST from clone 35214, full 


4.2 


other 


124811 


R4606B 


Hs.288912 


hypothetical protein FLJ22604 


14,2 


other 


124812 


R47948 


Hs.188732 


ESTs 


7.9 


other 


124822 


AA418160 


Hs.86043 


Homo sapiens cDNA FLJ13558 fis, clone PL 


6.6 


other 


124825 


AA501669 


Hs.336693 


ESTs 


2.3 


SS,TM 


124833 


AW975868 


Hs.294100 


ESTs 


2.7 


SSJM 


124857 


R63652 


Hs.137190 


ESTs 


2.3 


other 


124860 


R65763 


Hs. 101 477 


EST 


23.9 


? 


124863 


AI382555 


Hs.127950 


bromodomaln-containing 1 


2 


other 


124876 


AF1 35422 


Hs.27059 


GDP-mannose pyrophosphatase A 


4.4 


SS, 


124878 


BE397530 


Hs.286057 


hypothetical protein FLJ 22242 


2.7 


other 


124902 


H37941 


Hs.101883 


ESTs 


3.7 


other 


124903 


AW296713 


Hs.221441 


ESTs 


32.4 


other 


124930 


AI076343 


Hs.173939 


ESTs, Weakly similar to ALUB.HUMAN III! 


22.3 


other 


124942 


R99976 


Hs.268892 


ESTs, Moderately similar to B34087 hypo! 


6.1 


other 


124958 


AI078645 


Hs.431 


murine leukemia viral (bmi-1) oncogene h 


1.9 


other 


124980 


T40841 


Hs.98681 


ESTs 


4.5 


? 


125002 


T59338 


Hs.269463 


ESTs, Weakly similar to ALU1_HUMAN ALU S 


4.9 


other 


125047 


T79815 


Hs.279793 


ESTs 


5 


? 


125051 


T79956 


HS.1005BB 


EST 


135.3 


? 


125056 


TB1310 


Hs.100592 


ESTs 


5.4 


other 


125101 


A1472068 


Hs.286236 


K1AA1856 protein 


5.6 


other 


125113 


T96595 


Hs.302270 


ESTs, Weakly similar to ALUF_HL)MAN 111! 


1.8 


other 


125115 


T97341 




gb:ye57e05.s1 Soares feta! liver spleen 


9.6 


? 


125125 


A1222382 


Hs.240767 


Human DNA sequence from clone RP1-12G14 


1.5 


TM 


125147 


W38150 




Empirically selected from AFFX single pr 


1.7 


? 


125161 


W44657 


Hs.144232 


EST 


10.7 


? 


125249 


AA630863 


Hs,131375 


ESTs, Moderately similar to ALUB_HUMAN I 


1.3 


other 


125255 


AF09B162 


Hs.118631 


timeless (Drosophila) homolog 


9.4 


other 


125279 


AW401B09 


Hs.4779 


KIAA1 150 protein 


1.5 


? 


125280 


AI123705 


Hs.106932 


ESTs 


8.1 


? 


12529B 


AW972542 


Hs.28900B 


Homo sapiens cDNA: FLJ21814 fis, clone H 


1.5 


other 


125660 


AW292171 


Hs,23976 


scaffold attachment factor B 


5.9 


other 


125827 


MM 003403 


Hs.97496 


YY1 transcription factor 


1.2 


7 


125891 


U295B9 


Hs.7138 


cholinergic receptor, muscarinic 3 


6.5 


7 


126005 


AW409701 


Hs.1578 


baculovlral IAP repeat-containing 5 (sur 


14.3 


7 


126202 


AA157632 


Hs,272630 


vacuolar proton pimp delta polypeptide 


2.5 


SS, 


126695 


AA643322 


Hs.1 72026 


a dlsinlegrin and metalloproteinase doma 


S.1 


SSJM 


127050 


AW411066 


Hs.274351 


CGI-89 protein 


17 


other 


127274 


AW96615B 


Hs.58582 


Homo sapiens cDNA FLJ12789 fis, clone NT 


12,8 


other 


128355 


AW293012 


Hs.161623 


ESTs 


7,4 


SS, 


128493 


D87466 


Hs,240112 


KIAA0276 protein 


3,1 


TM 


128522 


BE173977 


Hs.1 0098 


putative nucleolar RNA helicase 


9,4 


other 


128527 


AA5045B3 


Hs.1 01 047 


transcription factor 3 (E2A Immunoglobui 


1.5 


other 


128528 


R39234 


Hs.251699 


ESTs, Weakly similar to IDN4-GGTR14 [H.s 


2.8 


other 


126595 


U31875 


Hs.272499 


short-chain alcohol dehydrogenase family 


12.1 


TM 


128599 


NM„015366 


Hs.102335 


Rho GTPase activating protein 8 


2.4 


7 


128604 


AIB79099 


Hs.1 02397 


GiOT-3 for gonadotropin inducible transc 


1.3 


other 


128606 


BE267994 


Hs.102419 


zinc finger protein 


7.2 


other 


128625 


AB037841 


Hs.102652 


hypothetical protein ASH1 


1,3 


other 


128629 


AL096748 


Hs.102708 


DKFZP434A343 protein 


3.2 


other 


128639 


AW5B2962 


Hs,1 02697 


CGI-47 protein 


2 


TM 


12B656 


AA458542 


Hs.1 0326 


coatomer prote'n complex, subunit epsilo 


1,4 


other 


12865B 


BE397354 


HS.324B30 


dlptheria toxin resistance protein requl 


2,5 


other 


128670 


AA9754B6 


Hs.103441 


Homo sapiens, Similar to RIKEN cDNA 1700 


7,1 


? 


128691 


W27939 


Hs.1 03834 


hypothetical protein MGC5576 


7,6 


? 


128696 


BE081143 


Hs.225977 


nuclear receptor coactivator 3 


3,8 


other 


12870D 


Y15221 


Hs.103982 


small inducible cytokine subfamily B (Cy 


1.6 


other 


128714 


TB5231 


Hs.179661 


tubulin, beta 5 


7.8 


other 
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AK001564 


Hs 104222 




5,5 




128733 


BE147740 


Hs. 104558 


ESTs, Moderately similar to I38022 hypot 


2.7 


TM 


1 28737 


AF292100 


Hs 104613 


Droteaso™' (orasome macrooain) subunii 




TM 




AA30721 1 


(-) s 251531 




4.5 


? 




AI470163 


Hs 323342 




2,2 




1?R7<17 


AB027249 


Hs.1 04741 


f L 1 1 1 kT 10.' I H 


2.8 


other 


12877? 


BE302796 


Hs. 105097 


thym'dinekinasB 1 soluble 


5.4 


other 


128781 


N71826 


Hs.1 05465 


small nuclear ribonucleoprotein polypept 


53.9 


TM 


123797 


NM_002975 


Hs, 105927 


stem cell growth factor, lymphocyte seer 


13.3 




128806 


AW630942 


Hs 106051 


RD RNA-blndlng protein 








AW246431 


Hs.256526 




22 


other 


1 28830 




Hs 106357 








128835 


AK001731 


Hs.1 06390 


Homo sapiens mRNA; cDNA DKFZp5BSH0924 (f 


1.6 


SS, 




BE159181 


Hs.168232 


hypothetical protein FLJ 13855 


2.3 




126871 


AF1 89723 


Hs.1 06778 


ATPase, Ca++ transporting, type 2C, memb 


1,5 


? 


126905 


R57988 


Hs.10705 


epithelial protein losl irr neoplasm beta 


4,8 




126920 


AA6 22037 


Hs.1 66468 


programmed cell death 5 


1.4 


other 


128925 




Hs.21851 


Homo sapiens cDNA FLJ 1 2900 fis, clone NT 


1.9 




126946 


Y13153 


Hs.107318 


kynurenine 3-monooxygenase (Kynurenine 3 


7,3 


? 


126949 


AA009647 


Hs.6850 




2.5 




128859 


A158D127 


Hs.1D7381 


hypothetical protein FLJ 11 200 


1,3 


other 




AW150697 


Hs.107418 




1.4 


? 




AI375672 


Hs.165028 




1.3 




126975 


BE560779 


Hs.2B4233 


NiCE-5 protein 


14 


other 


1 26979 


AW271217 


Hs.2B1434 


Hcrrco sapiens cDNA FLJ14028fis, clone HE 


1.6 


TM 


128995 


A181 6224 


Hs 107747 


DKFZP555C243 protein 








AI950087 




gb:wqQ5cQ2.x1 NCI CGAP Kid12Homosapien 


2,9 


other 




ALQ44675 


Hs. 173081 


KIAA0530 protein 








R8Q088 






34 


other 


1 29076 


AW296806 


Hs.326234 


ESTs, Highly similar to T46422 hypotiieti 




other 


129078 


AI351010 


Hs.102267 




2,1 


other 


129088 


AA7 44610 


Hs.1 94431 




17,1 




129095 




Hs.108623 


thrombosDondin 2 


2.7 : 


other 


12909S 


AA463189 


Hs.288906 




20,9 


TM 




BE243933 


Hs. 108642 


zinc finger protein 22 (KOX 15) 






129099 


AF146Q74 


Hs.1G866Q 


ATP-binding cassette, sub-family C (CFTR 


5.8 


TM 




W93048 


Hs 250723 


hypothetical protein MGC2747 






12914Q 


AA356620 


Hs.108947 




6.4 


TM 


129172 


AW16291G 


Hs.241576 


hypothetical protein PR02577 


1.8 


TM 




AA286914 


Hs.1 83299 




2.1 


? 


129194 


M1 50797 


Hs.1 09276 


tatacln protein 


3.3 


SS.TM 






Hs.109315 


KIAA1415 protein 






129207 


Al 934365 


Hs.109439 




8,1 


other 


129228 


1)40714 


Hs.239307 


tyrosvl-tRNA synthetase 


2.9 




129229 


APQ13758 


Hs.109643 




3.3 


? 




AA252466 


Hs.1098 


DKFZp434J1813 protein 


2,6 


SS.TM 


129255 


AI951727 


Hs.109804 


H1 histone family, member X 


7,4 


other 


129288 


W25392 


Hs.110080 


ESTs, Weakly similar to S13495 pregnancy 


9,6 




129296 


A1051967 


Hs.1 10122 




1,2 


other 




AA287239 




Homo sapiens cDNA FLJ11311 fis, cbne PL 






iwdn 




Hs 11050 




47 


SS 


1WU7 


BE614192 


Hs 279869 


melanoma associated antigen recognised b 


77 


TM 




U30246 


Hs.1 10736 


solute carrier family 12 (sodlum/potassi 


6.7 


TM 




BE220S06 


Hs 184697 








129370 


A1S86379 


Hs.1 10796 


SAR1 protein 


14 


TM 


129372 


NMJ16039 


Hs.1 10803 


CGI-99 protein 


2 


other 


129403 


AF149785 


Hs.1 11 126 


pituitary tumor-transforming 1 1nteract! 


7.5 


other 


129404 


AI257700 


Hs.317584 


ESTs 


5,1 


other 


129423 


M204686 


Hs.234149 


hypothetical protein FLJ20647 


10,2 


other 


129482 


AA188185 


Hs.289043 


spindlin 


6,8 


other 


129513 


AWS43633 


Ks.306163 


hypothetical protein AL1 101 15 


7,1 


SS, 


129515 


AF255303 


Hs.1 12227 


membrane-associated nucleic acid binding 


2,5 


other 


129527 


AA769221 


Hs.270847 


delta-tubulin 


3.2 


other 


129559 


W01293 


Hs.1 1360 


hypothetical protein FLJ 14784 


7.5 


other 


129560 


M317841 


Hs.7845 


hypothetical protein MGC2752 


6.8 


other 


129570 


AI923097 


Hs.11441 


chromosome 1 open reading frame 8 


2.1 


other 


129575 


F08282 


Hs.278428 


progestin induced protein 


1,6 


other 
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129587 


H1471S 


Ha.11506 


Human done 23589 mRNA sequence 


6.B 


other 


129588 


BE408300 


Hs.301862 


postmelotic segregation Increased 2-Hte 


1.4 


TM 


129591 


N57423 


Hs. 179898 


HSPC055 protein 


7.4 


other 


129594 


AW403724 


Hs.36989 


coagulation factor VII (serum proihrombl 


9 


? 


129595 


AF035537 


Hs.115521 


REV3 (yeast homologj-like, catalytic sub 


1.6 


other 


12962B 


U3B945 


Hs.1174 


cyclin-dependent kinase Inhibitor 2A (me 


2,2 


other 


129649 


AD000092 


Hs.16488 


catreticulin 


3.3 


other 


129575 


NR.015556 


Hs.172180 


KIAA044O protein 


13.4 


other 


1296B0 


U03749 




gb:Human chromogranin A (CHGA) gene, pro 


14.1 


? 


129689 


AW748462 


Hs.77873 


B7 homolog 3 


2.6 


other 


129702 


AI304966 


Hs. 12035 


ESTs, Weakly similar to 13B022 hypotheti 


7.5 


TM 


129720 


AA1 56214 


Hs.12152 


APMCF1 protein 


2 


other 


129721 


NMJW1415 


Hs.211539 


eukaryotio translation initiation factor 


1.7 


TM 


123778 


AK0D1676 


Hs.12457 


hypotheticst protein FLJ10814 


1.8 


other 


129779 


AA394090 


Hs.12460 


Homo sapiens clone 23870 mRNA sequence 


5.5 


TM 


129S00 


AF052112 


Hs.12540 


lysosomal 


1.7 


? 


129B06 


AB023148 


Hs.173373 


KIAA0931 protein 


1.2 


other 


129815 


BE565817 


Hs.26498 


hypofhefcal protein FLJ21657 


3.1 


other 


129840 


NMJ06590 


Hs.12820 


SnRNP assembly defective 1 homolog 


1.8 


other 


129851 


AL049993 


Hs,85963 


DKFZP564M182 protein 


2,3 


other 


123364 


AI393237 


Hs.129914 


runt-related transcription factor 1 (acu 


1.7 


S3. 


129869 


AI222069 


Hs.13015 


hypothetical protein similar to mouse Dn 


2.8 


TM 


129945 


BE514376 


Hs.165998 


PAI-1 mRNA-binding protein 


1.8 


other 


129953 


AA412195 


Hs.13740 


ESTs 


2.5 


other 


123972 


AW753185 


Hs.1B062B 


dynamln 1-like 


1.8 


? 


129983 


U09848 


Hs.132390 


zinc finger protein 36 (KOX 18) 


1,3 


other 


130010 


AA3D1116 


Hs.1 42838 


nucleolar phosphoprotein Nopp34 


1.6 


other 


130081 


M287325 


Hs.14713 


ESTs 


4.1 


other 


130082 


S73265 


Hs.1473 


gastrin-reieasing peptide 


1.8 


other 


130097 


AL046962 


Hs.14845 


forkhead box 03A 


2.8 


other 


130100 


AL135561 


Hs.14B91 


hypothetical protein FU21047 


2.3 


other 


130111 


X53002 


Hs.149846 


integrin, beta 5 


2.3 


other 


130112 


AA916785 


Hs.1BD610 


splicing factor proline/glutamine rich ( 


3 


other 


130128 


1.76937 


Hs,1 50477 


Werner syndrome ' 


1.8 


other 


130135 


AA311426 


Hs.21635 


tubulin, gamma 1 


6.1 


other 


130211 


NMJ)03358 


Hs.23703 


ESTs, Moderately similar to CEGT HUMAN C 


1.6 


other 


130212 


D80001 


Hs.152629 


KiAAOl 79 protein 


1.3 


other 


130236 


R85367 


Hs.51957 


splicing factor, arginine/serine-rich 2, 


2 


other 


130241 


AL035588 


Hs.1 53203 


MyoO family inhibitor 


3.2 


other 


130242 


X79201 


Hs.1 53221 


synovial sarcoma, translocated to X chro 


5.4 


? 


130249 


D81983 


Hs.322852 


GAS2-related on chromosome 22 


4.9 


other 


130263 


NM_D02497 


Hs.153704 


N1MA (never In mtosis gene a)-related k 


1.4 


other 


130287 


AA479005 


Hs.1 54036 


tumor suppressing subtransferable candid 


2.6 


other 


130310 


AB011121 


Hs.154248 


amyotrophic lateral sclerosis 2 (juvenil 


6.3 


other 


130353 


Z19084 


Hs.172210 


MUF1 protein 


6,2 


other 


130356 


AF1 27577 


Hs.1 5501 7 


nuclear receptor interacting protein 1 


2.4 


other 


130357 


AJ224442 


Hs.155020 


putative metnyftransferase 


3.5 


TM 


130359 


NMJM3449 


Hs.277401 


bromodomain adjacent to zinc finger doma 


6,5 


other 


130367 


AL135301 


Hs.B768 


hypothetical protein FLJ 10849 


1.4 


other 


130372 


AI077464 


Hs.5011 


RNA binding mot/f protein 9 


3.3 


7 


130393 


N69487 


Hs.155291 


KIAA0005 gene product 


1.8 


ether 


130399 


AW374105 


Hs,155356 


hypothetical protein MGC2840 similar to 


3.4 


ether 


130407 


BE385099 


Hs.334727 


hypothetical protein MGC3017 


2.3 


other 


130409 


NWL001197 


Hs.1 5541 9 


BCL2-lnteracting killer (apoptosls-induc 


2.7 


TM 


130419 


AF037448 


Hs.1 55489 


NS1-assoclated protein 1 


1.8 


other 


130441 


U63630 


Hs.1 55637 


protein kinase, DNA-activated, catalytic 


2.3 


other 


130446 


BE513202 


Hs,15589 


PPAR binding protein 


4 


TM 


130455 


D90041 


Hs.1 55956 


N-acetyltransferase 1 (arylamine N-acety 


33.6 


? 


130485 


BE245851 


Hs.1 80779 


H2Bhistone family, member B 


5 


other 


130487 


U49844 


Hs.77613 


ataxia telangiectasia and Rad3 related 


4.4 


other 


130498 


L38951 


Hs.180446 


karyopherin (importin) beta 1 


1.6 


SS.TM 


130503 


BE208491 


Hs.295112 


KIAA0618 gene product 


16.1 


other 


■30511 


L32137 


Hs.1584 


cartilage olkjomeric matrix protein (pse 


6.1 


other 


130526 


AW876523 


Hs.15929 


hypothetica! protein FU 12910 


2.1 


other 


130544 


AA321238 


Hs.4310 


eukaryotfc translation Initiation factor 


1,5 


other 


130553 


AF062649 


Hs.2525B7 


pituitary tumor-transforming 1 


14.4 


7 


130556 


AI90701B 


Hs.15977 


Empirically selected from AFFX single pr 


4,8 


other 
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130567 


AA383092 


Hs.1608 


1305SB 


AA232119 


Hs.16085 


130574 


AF083208 


Hs.16178 


13059B 


AL042210 


Hs.16493 


130501 


M609738 


Hs.16525 


130514 


AI354355 


Hs.16697 


130617 


M9Q516 


Hs.1674 


130818 


AA383439 


Hs.16758 


1306S7 


BE246961 


Hs,17639 


130674 


AL048B42 


Hs.194019 


130675 


AA442233 


Hs.17731 


130592 


AA6525D1 


Hs,135S1 


130693 


R68537 


Hs.17962 


130712 


AJ271881 


Hs.279762 


130714 


AI348274 
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RNA binding protein; AT-rich element bin 
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NMJQ3590 


Hs.78946 


culiin 3 
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UV-1 protein, estrogen regulated 


2,7 


olher 
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NM_014742 


Hs79305 


K1AA0255 gene product 


4,2 


other 


134134 


H86504 


Hs.173328 


protein phosphatase 2, regulatory subunl 


1.7 


other 


13420D 


BE559598 


Hs.197803 


KIAA0160 protein 


2.6 


other 
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134206 AF1 07463 


Hs.79968 


splicing factor 30, survival ol motor ne 


1 3 


In 


134219 NM_QQG402 


Hs.80206 


glitcose-6-phosphate dehydrogonass 


19 


other 


134234 BE3Q0D78 


Hs.80449 


Homosapisns clone IMAGE'3535294 mRNA 
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ss 


134275 AI878910 


Hs.36B8 


dsplailn resistance-associated overexpr 




TM F 


134292 AI906291 


Hs.81234 


immunoglobulin supertamlly, member 3 


1 1 
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134301 AW502505 


Hs,81360 


homo sapiens cuna. rmzitkir ns, cione n 




TM 


134305 U61397 




ubiquitin-like 1 (sentrin) 






134324 AB029D23 


Hs,179946 


KIAA1 100 protein 


5.3 




134326 AW903838 


nb.DlaUU 






TM 


134329 N92036 


Hs.81348 


RAD21 (S. pombe) homotog 






134337 NM_0D4922 


Hs.61964 
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TM 


134348 AW291946 




inteneukino signal transducer (cjpiju, 






134367 AA339449 


Hs,82285 
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TM 


134376 XQ6560 


Hs.82396 


2]5-o]!gGauenyi3te synthetase 1 (40-46 






134379 AW362124 


Hs,323193 
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TM 


134384 AI589941 


LJ S 'lnf DO 


n.ow.o sapiens, Similar to tumor different 






134391 AA417383 


Hs.o2582 




2 '■ 


other 


134395 AA456539 


Hs.8262 


lysosomal 






134405 AW0S7903 




collagen, type XI, alpha 1 


79!) 


other 


134411 BE272095 


Hs.167791 


reticiriocalbin 1, EF-hand calcium bindln 




otner 


134415 AI750762 


Hs.B2911 


protein tyrosine phosphatase type iVA, m 


23 


o or 


134421 AU07719S 


Hs,B2985 


collagen, type V, alpha 2 
peroxisomal biogenesis factor 11 B 






134424 Z44190 


Hs,B3023 


?4 


oner 


134446 AA1 12035 


Hs.83419 


KIAA0252 protein 




134447 M58603 


Hs,83428 


nuclear factor of kappa light polypeptid 


fi7 




134470 X54942 


Hs.83758 


CDC28 protein kinase 2 




o ler 


134480 NMJ)050QO 


Hs.B3916 


Empirically selected from AFFX single pr 


63 




134485 X82153 




cathepsin K (pycnodysostosis) 


19 


other 


134498 AW246273 


H5.B4131 


threonyl-tRNA synthetase 






134513 AA425473 


Hs.B4429 


KIAA0971 protsin 




134516 AK0Q1571 


Hs.273357 




14 


thr 


134520 BE091005 


Hs74861 


activated RNA polymerase II transcrlptio 




° er 


134529 AW411479 




FK506-binding protein 4 (59kD) 


28 




134577 BE244323 


Hs,85951 


prGtitalf* t bf d" E5(POrt t r ? C i Ptor 


17 

' 


other 


134582 AA927177 


Hs.86041 






TM 


134612 AW06B223 


Hs.1 71581 


ub qultm C-terminal hydrolase U^ni! 




other 


134624 AF035119 




deleted In liver cancer 1 


13 


ottrar 


134632 X78520 


Hs.174139 




21 




134654 AK001741 


Hs.8739 


hypothetical protein rLJIUora 






134666 BE391929 




transmembrane protein 4 






134687 U62317 


Hs. 88251 
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other 


134692 NMJ03474 


Hs.8850 


a dismtegnn and metalloprotemase doma 






134705 BE1618B7 


Hs.88799 


anaphase-promotlng complex subunit 10 


. . 




134714 Y14768 




lysosomal 
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134719 AA852985 


Hs.89232 
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c ! h°r 


134722 AF129536 


Hs.284226 


F-box only protein o 






134746 XQ7871 


Hs,89476 


CD2 antigen (p50), sheep red blood cell 
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other 


134751 AW630803 


Hs,89497 


lamin B1 






134790 BE002798 


Hs.287850 


integral membrane protein 1 




1 34834 AW451370 


Hs.8991 


adaptor-related protein complex 1 , gamma 






134850 A1701162 


Hs.90207 


hypothetical protein MGC11138 


q'i 


°,. 


134853 BE268326 


Hs.90280 


5-aminolmidazole-4-carboxamide ribonUcle 


OA 
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Hs.90606 


15 kDa selenoprotein 
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PRO1073 protein 
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other 
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HS31773 


protein phosphatase 2 (formerly 2A), cat 


4.9 


other 


134971 AI097346 


hk286049 


phosphoserine aminotransferase ■ 


2 


other 


134975 R50333 


Hs.92186 


Leman coiled-coil protein 


2.6 


TM 


135011 AB037835 


Hs.92991 


KIAA141 4 protein 


1.4 


? 


135022 NM DD0408 


Hs.93201 


glycerol-3-phosphate dehydrogenase 2 (mi 


1.6 


? 

other 


135032 AW3019B4 


Hs.173685 


hypothetical protein FU 1261 9 


1.4 


135077 AW503733 
135083 AB036083 


Hs.9414 


KIAA1488 protein 


1.8 




Hs.94262 


p53-inducible ribonucleotide reductases 


2.5 




135095 AF027219 


Hs.9443 


zinc finger protein 202 


1.5 




135096 AA081258 


Hs.1 32390 


zinc finger protein 36{KOX 18) 


2,1 


other 


135153 AI093155 


Hs,95420 


JM27 protein 


4,4 


7 


135181 BE250B65 


Hs.279529 


px19-like protein 


14.9 


? 

other 


135199 M477514 


Hs.96247 


translln-associated factor X 


1.3 
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ESTs Highly similar to C10 HUMAN PUTATI 






135214 T78802 


US. 95560 


hypothetical protein FLJ11656 


62 


other 


135243 BE463721 


Hs 97101 




28 


TM 


135245 AIG28767 


Hs. 262603 








135257 AW291023 




ESTs Weakly similarto A46Q10 X-llnkerj 


77 


TM 


135263 AI088775 


Hs.55498 








135274 AA448460 


Hs, 112017 


GE36 gene 






135294 AA1 50320 




protein kinase Njrriu-R1 


15 


other 


135295 Al 09093 8 


Hs.93006 




49 


o , 


135307 AI743770 


H 3,98368 


ESTs Weakiy similar to KIAA0822 protein 


59 






Ms 98614 




'23 


TM 


135354 AA456454 


Hs. 183418 


cell division cycle 2-like 1 ITW-RE pr 






135361 AA373452 


Hs. 167700 




81 


other 


135359 U05237 


Hs 99B72 


f t"{ ! A| S ho" 8 " 5 V- 1 ^ us, cone 


19 


other 


135400 X76592 


Hs 99915 


androgens receptor (dThydrotestoslerone r 


13.9 


TM 


302256 AA857131 


U c -171CQR 

i1S,l f I jyD 


HIV TAT specific factor 1 " 






302276 AW057736 


Hs 323910 




53 


otter 


303135 AW592789 


Hs, 279474 


HSPC070 protein 




303686 AK000714 


Hs. 109441 


MSTPQ33 p.'otsfn 






310085 R43191 


Hs 101248 


Homo sapiens clone lMAGEi32553 r roRNA seq 


5,2 


other 


315518 AA808229 


Hs 167771 








317781 NM_CQ7Q57 




ZW10 interactor 


29 


f 


320836 A126B997 


nS-iar -coy 








321114 AA902256 


Hs,78979 


Golgi apparatus protein 1 






322221 N24236 


Hs 179662 




1.4 


y 




Hs 29494 


PR01912 protein 




other 


322556 BE041451 




RPd3h e '' Ca '| Pr0 ' e ' n 






323541 AF292100 


Hs 104613 




16 


other 




Hs 40323 


BUB3fb^d' 1 '' unl h'bited bv benzimidazo 


1.8 


other 


403196 ALQ34548 


H s.43627 


SRY (sex de*3rmining region Y)-dox 22 






40-8-613 A158009D 


Hs 48295 




62 


other 


409176 R73727 


Hs,101617 


tSTs, Weakly similar to TJ2&27 nypotneti 




0 |ho| 


409487 H19986 






27 




413670 AB000115 


Hs. 75470 


hypothetical protein, expressed In osteo 






414106 AI267592 






24 


TM 


414846 AW3Q4454 


nS.77495 










Hs 289044 


Homo sapiens cDNA FLJ1 2048 fis, clone 


2*3 


other 


416980 AA3B1 133 


nS,oUoo4 








417378 R57256 


We B9fiQ7 

nS.oAJdr 






other 


418283 S79B95 


Hs.83942 


catnepstn K (pycnodysostosis) 






418467 MM_006910 


Hs.85273 


retinoblastoma-blnding protein 6 






42 0269 1)72937 


Hs 96264 




16 




420802 1)22376 










421225 AA463798 


Hs 102696 


MCT-1 protein 


16 




421642 AF172066 


Hs 106346 




2.S 


other 


421828 AW891965 


Hs. 2797 89 


nisione descetyiase o 




w* r 


421983 AI252640 


Hs 110364 


peptidylpfolyt isomerase C (cyclophlin 


3 1 




422052 AA302744 


Hs 104518 




19 


TM 


422055 NMJJ1432D 


Hs»1 11029 


putative hems-binding protein 




other 


423750 AF165883 


Hs. 298229 


prefoldin 2 


42 




424001 W67883 


Hs. 137476 


paternally expressed iu ^rtoiu, maaiuo 




other 


425182 AFD41259 


Hs 155040 




2 3 


425284 AF1 55668 










426372 BE3046S0 


Hs. 169531 


DEAD/H (Asp-Giu-Ala-Asp/nlS) box polypep 






428049 AW183765 


Hs.182238 


GW128 protein 


7.6 


7 


428477 AW5O0533 


Hs.11482 


splicing factor, arginine/seririe-rich 1 1 


1.7 


other 


437562 ABQ01636 


Hs.5683 


DEAD/H (Asp-Glu-Aia-Asp/His) box polypep 


2.4 


other 
other 


438449 AKQ01333 


Hs.6216 


Homo sapiens hepatocellular carcinoma-as 


3.8 


441560 F133B6 


Hs.7888 


Homo sapiens clone 23736 mRNA sequence 


5.6 


other 


445580 AF167572 


Ha/12912 


skM (S. pombe) homolog 


2 

7,6 


TM 


446999 AA151520 


Hs.334622 


hypothetical protein MGC4485 


other 


447111 AI017574 


Hs.17409 


cysteine-rich protein 1 (intestinal) 


2.2 


other 


447778 BE620592 


Hs.71190 


ESTs, Weakly similar to S1650S hypofheti 


2.9 


ether 


448873 NNLQ03677 


Hs.22393 


density-regulated protein 


1.8 


other 
other 


4496B7 W68520 


Hs.331326 


intermediate filament protein syncoilin 


5.9 


450701 H39960 


Hs.288467 


Homo sapiens cDNA FLJ 12280 fis, done MA 


5.7 


other 


450703 AAO11202 


Hs.184771 


nuclear factor VC (CCAAT-binding transc 


1.4 


other 
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452461 N78223 


Hs.106106 


iranEcripllon factor 


452511 BE408178 


Hs,285165 


Homo sapiens cDNA FLJ20B45 fis, clone AD 


453157 AFD77D36 


Hs,31989 




453658 BE541906 


Hs.87819 


Homo sapiens, clone MGC:24»4 mRNA, comp 


100685 AA328229 


Hs, 184582 


ribosomal protein L24 


100690 AA383256 


M S '!lnnonn 


estrogen receptor 1 


100833 AF135168 


Hs.108802 


N-efhylmaleimide-sensitive factor 


100850 AA836472 


Hs.297939 


cathepsin B 


101161 NM_006262 


Hs.37044 


peripherin 


102481 U50360 




gb^Human calcium, calmodulln-dependent p 


102831 AA262170 


Hs,80917 


adaptor-related prolein complex 3, slgma 


103549 BE270465 


Hs,78793 


protein kinase C, zeta 


103749 AL135301 


Hs.8768 


hypothetical protein FLJ10849 


104331 AB040450 


Hs.279862 


cdk inhibitor p21 binding protein 


104532 AI498783 


Hs,203013 


hypothetical protein FLJ1274B 


104563 AL1 17403 


Hs,306189 


DKFZP434F1 735 protein 


105032 AA127818 




gb:zl12aQ2,st Soares_pregnant_uterus_NbH 


105039 AA907305 


Hs.36475 




106531 AA454036 


Hs.8832 




10S977 AL043152 


Hs.50421 


KIAA0203 gene product 


107298 N95657 


Hs.6B20 


ESTs, Moderately similar to YOJ1_CAEEL H 


108717 AA1 22393 


Hs.70811 


hypothetical protein FLJ20516 


110018 AW579842 


Hs.1 04557 


hypothetical protein FLJ10697 


110330 A128B666 


Hs.16621 


DKFZP434I116 protein 


111391 NlvL003B96 


Hs.225939 


sia lyl tra n sfe ras e 9 {CMP-NcuAc:lactosylc 


111392 W46342 


Hs.325081 


Homo sapiens, clone IMAGE:3659680, mRNA, 


113554 AW503990 


Hs.142442 


HP1-BP74 


113722 AV653556 


Hs.184411 


albumin 


115008 AK001827 


Hs.87889 


hellcase-moi 


115062 AA253314 


Hs.154103 




115121 AI634549 


Hs.88155 


PJ S 


117881 AF16147Q 


H5.260622 


cutyrate-induced transcript i 


119075 M10905 


Hs. 287820 


itbjLiiSvbn 1 


119615 AL034423 


Hs.75875 


ublquitin-conjugatlng enzyme E2 variant 


120253 M131376 


Hs.326401 


fibroblast growth factor 12B 


125006 BE065136 


Hs. 145696 


splicing factor (LOi.j) 


127609 X80031 






128868 AA419008 


Hs.1 06730 


chromosome 22 open r ™ig ' ra ? me :L _ , 


128891 F34856 


Hs .292457 




12B959 AI580127 


Hs.107381 


hypothetical protein FLJ112U0 


129209 R62676 


Hs.17820 


Rho-associated, coiled-coil containing p 


129449 AI096968 


Hs.1 11554 


ADP-ribosylation factor-like 7 


129453 AW974265 


Hs.1 1 1632 


Lsm3 protein 


129629 AK000398 


Hs.1 1747 


hypothetical protein FLJ20391 


129917 M30773 


Hs.278540 




129922 AF042379 


Hs.13386 


gamma-tubulin complex protein 2 


129939 AB015856 


Hs.247433 


activating transcription factor 6 


130182 BE267033 


Hs.192853 


ubiquitin-conjugating enzyme E2G 2 (homo 


130365 W56119 


Hs.155103 


yukar/otlc translation initiation factor 


130471 AL1 21438 


Hs.1 83706 


adducln 1 (alpha) 


130542 U64675 


Hs.179825 


RAN binding protein 2-like 1 


1305B6 AB007891 


Hs.16349 


K1AA0431 protein 


130768 AF258627 


Hs.211562 


ATP-binding cassette, sub-family A (ABC1 


130992 BE398091 


Hs.74316 


desmoplakln (DPI, DPI!) 


131047 H23230 


Hs.22481 


ESTs, Moderately similar to A46010 X-lin 


131135 NM_016569 


Hs!267182 


TBX3-iso protein 


131339 AF058696 


Hs.25812 


Nijmegen breakage syndrome 1 (nibrin) 


131760 X76732 


Hs.3164 


nudeobindin 2 


131774 BE267158 


Hs.1 69474 


DKFZP536J01 19 protein 


131853 AI681917 


Hs.3321 


ESTs, Hrghly similar to 1RX1„HUMAN SROQU 


131881 AW361018 


Hs.3383 


upstream regulatory element binding prot 


131887 W17064 


HS.332B48 


SWI/SNF related, matrix associated, acli 


132031 AF1 93844 


Hs.3758 


COP9 complex submit 7a 


132192 AA206153 


Hs.4209 


mitochondrial ribosomal protein L37 


132203 NMJKM782 


Hs.194714 


synaptosomal-assoclated protein, 29kD 


132240 AB018324 


Hs.42676 


KIAA0781 protein 


132348 AW067706 


Hs.170311 


heterogeneous nuclear ribonucleoprotein 
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other 
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other 
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other 
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132528 T7B736 
132571 AW674B99 
132726 N5229B 
132863 BE268046 
133016 A1439688 
133053 A1055Q16 
133197 AI275243 
133240 AK001489 
133266 A116D873 
133285 M76477 
133383 BE313555 
133540 AL037159 
1337B4 BE622743 
133791 M34338 
133350 W29092 
133B59 U86762 
133881 U30872 
134208 NMJ00288 
134403 M334551 
134724 AF045239 
134B06 AD001528 
134859 D26488 
135193 X95525 
AA243Q07 
T70541 
X57766 



AA173417 
AA28058B 
AA504223 



AA480103 
AA024664 
AA251776 
AA399047 
N34059 



AA521186 
AA400195 
AA045083 



AA425154 
T39176 
AA49SO00 
W38150 



M233177 
M338760 
AA412106 
L47276 



R37778 
AA250843 
W49521 
D80QQ0 



Hs.5075B SMC4 (structural maintenance of chromoso 7,4 ? 

Hs.5169 suppressor of G2 allele ofSKP1,S. cere 6.9 other 

Hs.55608 hypothetical protein MGC955 14.3 ? 

Hs,238494 RAB10, member RAS oncogene family 10.3 other 

Hs.6289 hypothetical protein FLJ208B6 4.4 other 

Hs.6390 Homo sapiens clone FLB3344 PRO0845 mRNA, 1.8 SS.TM 

Hs.180201 hypothetical protein FLJ20671 1.8 other 

Hs.242894 ADP-rlbosylation factor-like 1 1.8 other 

Hs.69233 zinc linger protein 16.1 other 

Hs.289082 GM2 ganglioside activator protein 10.4 SS. 

Hs.7252 KIAA1224 protein 1.5 ? 

Hs.74619 proteasome(prosorne,macropaln)26Ssubu 1.7 other 

Hs.3010B4 arfaptln 1 12.1 other 

Hs.7S244 spermidine synthase 9.7 other 

Hs.7678 cellular retlnolc acid-binding protein 1 4.2 SS, 

Hs.178761 26S proteasome-associated pad1 homolog 2.2 other 

Hs.77204 centromere protein F (350MO0kD, mifosin 9.1 other 

Hs.79993 peroxisomal biogenesis factor 7 3.2 other 

Hs.82767 sperm specific antigen 2 1.4 other 

Hs.321576 ring finger protein 22 1.4 other 

Hs.89718 spermine synthase 2.6 other 

Hs.90315 KIAA0007 protein 13.3 other 

Hs.96103 TATA box binding protein (TBP)-associate 3.1 other 

ESTs 1.6 ? 

ESTs 2.5 SS, 

Human stromelysln-3 mRNA 4.5 other 

Homo sapiens clone 23592 mRNA sequence 3.1 other 

ESTs 4.6 TM 

ESTs 1.4 other 

ESTs 1.9 other 

ESTs 2.2 Dther 

ESTs Highly similar to CHROMOSOME 2.4 other 

ESTs Highly similar to Surf-4 protein [M.musculus] 5.5 ? 

ESTs 2.3 TM 

ESTs Weakly similar to Nil ALU SUBFAMILY J 2.8 TM 

Human NADH:ubiquinone oxidoreductase submit 6.2 other 

ESTs 2.3 other 

ESTs 2.4 other 

EST-RCJJ34059 3.3 other 

Human GABA-A receptor pi subunit mRNA complete cds 1.7 

• ESTs 3.3 other 

ESTs 2.9 ? 
Homo sapiens HP protein (HP) mRNA complete cds 1 .3 ? 

ESTs 1.6 TM 

ESTs 1.3 other 

VITAMIN K-OEPENDENT GAMMA-CARBOXYLASE 2.5 

Homo sapiens mRNA for G DP dissociation inhibitor beta 1 .6 

ESTs Weakly similar to PROCOLLAGEN ALPHA 2(IV 2.6 

ESTs Highly similar io HETEROGENEOUS 3.7 other 

Human tubulin-folding cefaclor E mRNA complete cds 2.1 

ESTs 5.3 other 

ESTs Weakly similar to ZK1 058.4 [C.efegansj 2.6 SS.TM 

ESTs 1.9 SS, 

EST-RCW381S0 1.7 ? 

EST - RCJT96595 1.8 TM 

ESTs Weakly similar to No definition line found [C.elegans] 1 ,9 

ESTs 2.8 SS, 

ESTs 2 other 

ESTs 1.3 ? 

ESTs 6.2 other 

EST-L47276 3.4 other 

ESTs Weakly similar to TH1 protein p.melanogaster] 11.4 

ESTs 1,5 other 

ESTs 2.4 other 

Interferon regulatory factor 5 14.6 ? 

Human prolyl 4-hydroxylase alpha (II) subunit 6.5 ? 

Human mRNA for KIAA0178 gene partial cds 2 other 
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RB9978 


ESTs Weakly similar to line-1 protein ORF2 [Usapians] 
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AA195036 


Human Ro/SSA ribonucleoprotein homolog (Ro 


tet 5.3 
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238501 


ESTs Weakly similar to PROBABLE E5 


1,4 


other 


U37547 


Human IAP homotog B MHB) mRNA complete cds 3.2 


other 
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ESTs 
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X57579 


Inhlbln beta A {activin A activin AB alpha polypeptide) 


15,8 


AA449071 


ESTs 


1.3 


TM 
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ESTs Moderately similar to NAD(+) ADP- 




other 


AA421213 


ESTs Weakly similar to F28FB.3 [C.elegans] 
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other 


AA355201 


ESTS 


1.2 


3S.TM 
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Rsapiens mRNA fortranslin 
ESTs 


1.5 
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N73808 
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Human 26S proteasome-assoclated pad1 


2,2 


other 
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ESTs 
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other 
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Homo sapiens mRNA for osteoblast specific 


7.5 


SS, 


AA236177 


ESTs 


7,1 
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Protein kinase interferon-inducible double 


4.1 


? 


M28211 


Homo sapiens GTP-binding protein (RAB4) 


2.9 


other 


AA446949 


ESTs 


2.2 


other 


W03007 


ESTs 
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oiher 


W61011 


ESTs 


1.2 


other 


W87544 


ESTs 


1.2 


other 


X02751 


Neuroblastoma RAS viral (v-ras) oncogene horn 


olog1,2 


? 


Z14077 


YY1 transcription factor 
ESTs 


1.2 
1.2 


oth.gr 
? 


Z38839 
AA410894 


ESTs 


1.7 


other 


M5D4499 


ESTs Highly similar to probable chloride channel 3 [H.sap 


1.3 
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TABLE 7A 



Table 7 A shows the accession numbers for those pkeys lacking unigeneED's for Table 7. 
5 For each probeset, we have listed the gene cluster number from which the oligonucleotides 
were designed. Gene clusters were compiled using sequences derived from Genbank ESTs 
and niRNAs. These sequences were clustered based on sequence similarity using Clustering 
and Alignment Tools (DoubleTwist, Oakland California). The Genbank accession numbers 
for sequences comprising each cluster are listed in the "Accession" column. 



10 



Pkey: 

CAT number 
Accession: 



Unique Eos probeset identifier number 
Gene duster number 
Genbank accession numbers 



15 



Pkey CAT number 



Accession 



102481 31281_-28 US0360 
20 105032 genbank_AA12781S AA127818 
409467 1134778.1 H19886AW 



H19886AW402806T10231 



176 



WO 02/059377 



PCT/US02/02242 



TABLE 8: Figure 8 from BRCA 001-1 US 



5 Table 8 shows genes upregulated in tumor tissue compared to normal breast tissue. 

Specifically, one column shows the ratio of expression of the indicated gene in breast tumor 
tissue compared to other body tissues, and another column shows the ratio of expression of 
the indicated gene in breast tumor tissue compared to normal breast tissue. 



Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnfgenelD: Unigene number 

Unigene Title: Uhigene gene litle 

R1: Ratio of tumor to normal body tissue 

R2: Ratio of hi mor to norma) breast tissue 



Pkey ExAccn • 

100075 AF1S2333 
100229 AV652249 
100262 D335QG 
100271 BE1600B1 
100355 A19D7114 
100522 X51501 . 
100552 AA019521 
100599 X77343 
100676 X02761 
100690 AA383256 
100B95 UD1351 
101046 K01160 
101 DBS AA382524 
101148 Nr4_002S23 
101181 MMJQ6262 
101201 L22524 
101212 AI185220 
101441 AW46B397 
101447 M21305 
101469 M310162 
101567 M33552 
101600 BE561617 
101624 M55998 
101674 NM_002291 
101861 AA350659 
101977 AF112213 
102193 AL036335 
102199 AA334592 
102304 AF0 15224 
102345 Nh4_OD3480 
102457 NMJ301394 
102534 U96759 
102541 AI379954 
102827 BE244588 
102962 R50032 
102991 AW293542 
103119 X63629 
103175 X690B9 
103286 D38616 
103319 X83492 
103372 BE536700 
103419 T34708 
103471 Y00315 
103545 Z14244 



UnigenelD Unigene Title 



3 protocadherin gamma subfamily B, 4 
7 polymerase (DNA directed), beta 



Hs.284160 p 

Hs. 1801 07 p 

Hs.278468 p 

Hs.256290 S100 calcium-binding protein A11 (calgiz 
Hs.71465 
Hs.9E 



Hs.301946 

Hs.334334 

Hs.267620 

Hs.1657 

Hs.75772 

Hs.250959 

Hs.7B944 

Hs.37044 

Hs.2256 

Hs.83164 

Hs.1 00000 

Hs.169248 



Hs.82124 

Hs.83347 

Hs.184062 

Hs.313 

Hs.79914 

Hs.46452 

Hs.300946 

Hs.2359 

Hs.198307 

Hs.79025 

Hs.6456 

Hs.159263 

HS75309 

Hs.2877 

Hs.7922r 

Hs.54941 

Hs.82359 



prolaclin-lnduced protein 
lysosomal 

transcription factor AP-2 alpha (aciivat 
fibronectin 1 



nuclear receptor subfamily 3, group C, rfi 1 
NM_002122:Homo sapiens majorhistocompatl.7 

histatin 1 0,6 

regulator of G-proteln signalling 2, 24k 1.2 

peripherin 3,1 

matrix metaitoprotelnase 7 (MMF7; uterin 4,4 

collagen, type XV, alpha 1 3:1 

S100 calcium-binding protein A8 (calgran 0,9 

gb:Human aipha satellite and saietiife 3 29.9 

cytochrome c 0.8 



H2A histone family, member 1 
gbiHuman alpha-1 collagen type I gene, 3 
laminln, beta 1 

angio-assoclatsd, migratory cell protein 
putative Rab5-lnteraciing protein 
secreted ptiosphoproteln 1 (osteopontin, 
lumlcan 

mammaglobin 1 

M i crofibrii -assocl ated glyco p rote in-2 
dual specificity phosphatase 4 
von Hippel-Undau binding protein 1 
KIAA0096 protein 

chaperonin containing TCP1 , subunit 2 (b 
collagen, type VI, alpha 2 
eukaryotlc translation elongation factor 
cadherin 3, type 1, P-cadherin (placenta 
myomesin (M-pratefn) 2 (165kD) 
phosphorylase kinase, alpha 2 (liver) 
tumor necrosis factor receptor superfaml 
seryl-tRNA synthetase 
Sec23 (S. cerevlslae) homolog A 
protein tyrosine phosphatase, receptor t 
cytochrome c oxidase subunit Vllb 
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20 



50 



103553 


NM_Q0QO8B 


Hs. 172928 collagen, type E, alpha 1 


3.2 


3 


in?™ 


AA084874 






10 






Hs 92918 hypothetical protein 


1.9 


15.S 




AA09u9/1 


Hs 198793 Homo sapiens cDNAr FLJ22463 fis, clone H 




3.9 


1 03669 


BE439604 


Hs.24322 ATPase, H+ transporting, lysosomal (vacu 


1/ 


3,9 






Hs,293476 hypothetical protein FKSG44 


1.6 


4.1 




AK001913 


Hs.7100 hypothetical protein 


1.5 




ind-m 




Hs.26102 opposite strand to trichorhinophalangea! 


7 


7 


104189 


AB040927 


Hs.301804 KIAA1494 protein 


2 


4.6 




ABO 02347 


Hs.15303 KIAA0349 protein 


0.7 




inl?7R 




Hs.109253 N-temilnal acefyltransferase complex ard 


3.3 


3.3 


104295 


AW365522 


Hs.103657 hypothetical protein PR02219 


2.3 


4.2 


104319 


AW80429S 


Hs.9950 Sec61 gamma 


3.1 


7 




AF2B3775 


Hs.35380 x 001 protein 


4 


1.3 






Hs.99949 prolactin-induced protein 


3.8 


0.6 


1044G4 


AW9 66728 


Hs.54642 methionine adenosyltransferase II, beta 


0.8 




104479 


AK0D1731 


Hs.108390 Homo sapiens mRNA; cDNA DKFZp586H0924 (f 


1.7 






Hs.11565 RIKENcDNA 2010100012 gene 


2 




in™? 


AW630488 


Hs.325820 protease, serine, 23 


1.9 


7.4 




AF1 23303 


Hs.24713 hypothetical protein 


1.1 


6,3 


104636 


RS2252 


Hs.106106 protein kinase (cAMP-deperident, catalyii 


1.2 


i 






Hs.171774 hypothetical protein 


1.4 




1f)479? 


AA96Q961 


Hs.305953 zinc finger protein S3 (HPF1) 


1.5 


4,2 




AA305351 


Hs.274369 uncharactenzed hypothalamus protein HAR 


1.1 




104B49 


AI2790G5 


Hs.241507 ribosomal protein S6 


1.3 


46 




AL1 33035 


Hs.8728 hypothetical protein DKFZp434G171 


1.2 


36 


irwjra 


W70164 


Hs.20107 ESTs 


0.8 


4 2 




AA053630 


Hs,29759 RNA POLYMERASE I AND TRANSCRIPT RELEASE 


17 


ioast! 


W03831 


Hs.20597 host cell factor homolog 


0.8 


5 4 


1fi48Q1 


W44626 


Hs.30627 ESTs 


0.7 


6.'s 


104920 


AW955Q89 


Hs.306083 Novel human gene mapping to chomosome 22 


3 3^ 9 






Hs.33363 DKFZP434N093 protein 


3.3 




104952 


AWO/oOyo 


Hs.74316 desmoplakin {DPI, DPI!) 


1.2 






AB02902Q 


Hs. 173694 KIAA1 097 protein 


1.1 


5^5 




AI392640 


Hs.18272 amino acid transporter system A1 


3.2 




insmo 


BE6130G1 


Hs.337772 Homo sapiens, Slmllarto RIKEN cDNA 0610 


1.6 


l',4 




N39760 


Hs.8859 Homo sapiens, Similar to RIKEN cDNA 5830 


1.5 




insnss 




Hs.9006 VAMP (vesicle-associated membrane protei 


1.1 


3 5 


10b15y 


AF1 46277 


Hs.265561 CD2-associated protein 


1.2 






ft P'-3'\i'^'' ? o 


Hs.21941 AD036 protein 


3.6 


8.3 




BE4 07961 


Hs.18271 golgi phosphoprotein 3 


1.7 


6.8 


in^74 


AI554929 


Hs.261866 ATPase, H+transporting, lysosomal (vacu 


1.1 


3.7 




BE243327 


Hs.1 82626 chromosome 22 open reading frame 5 


1.5 


4 


105413 


AI015709 


Hs:172089 Homo sapiens mRNA; cDNA DKFZp5B6l2022 (f 


1.5 


105426 


W20027 


Hs.23439 ESTs 


4.3 


2.9 






Hs.76698 stress-associated endoplasmic reticulum 


1.5 


5 

3.6 




AA 252372 


Hs.12144 KIAA1033 protein 


1.2 




AL1 37257 


Hs.23458 Homo sapiens cDNA: FLJ23015 fis, clone L 


1.7 


15.8 


inwq? 


AI805717 


Hs.289112 CGI-43 protein 


2 


4.8 






Hs.28785 mlcrofibnlar-associated protein 3 


1.3 


3.9 






Hs.1 09694 K1AA1451 protein 


2.7 


11.4 


in«W 


AS024334 


Hs.25001 tyrosine 3-monooxygenase/tryptopiian 5-mo 


1.3 


6.1 




BE50420Q 


Hs.30127 hypothetical protein 


1.7 


4,5 


105807 


AA788946 


Hs.16869 ESTs, Moderately simiiarto CA1C RAT COL 


3.9 
1.8 


24.6 


105812 


BE814149 


Hs.20814 CGI-27 protein 


3,6 


105823 


AI559444 


Hs.293950 ESTs 


1.9 


6,6 


105831 


AA329449 


Hs.247302 twisted gastrulation 


1.5 


4,3 


105851 


AI827976 


Hs.24391 hypothetical protein FU13612 


3.8 


1,9 


105879 


BE392914 


Hs.30503 Homo sapiens cDNA FLJ1 1344 fis, clone PL 1.7 


4 


105918 


AW023485 


Hs.261 36 hypothetical protein MGC141 56 


1.7 


7.4 


105939 


AL137723 


Hs.1 2258 Homo sapiens mRNA; cDNA DKFZp434B0920 (f 


1.2 


105941 


AB033075 


Hs.10669 development and differentiation enhancin 


1.3 


4.6 


105969 


ABQ30656 


Hs.1 7377 coronin, acHn-binding protein, 1C 


1.1 


5.9 


105990 


AI6905B6 


Hs.29403 hypotheiicai protein FU22060 


2 


4.5 


106012 


AI240665 


Hs.8895 ESTs 


4.1 


1,2 


106060 


NM.001329 


Hs.171391 C-termlnal binding proleln 2 


2.6 


7 


106070 


T74445 


Hs.5957 Homo sapiens clone 2441 6 mRNA sequence 


1.4 


10.7 



178 



WO 02/059377 



PCT/US02/02242 



1 06063 H62087 


Hs.31659 thyroid hormone receptor-associated prat 


1.5 


3,6 


106155 AA425414 


Hs.33287 nuclear factor l/B 


5.4 


1,2 


106255 BE613206 


Hs.279607 calpastatin 


1.8 


4 


10S414 BE56B205 


Hs.28827 mitogen-activaisd protein kinase kinase 


5.1 


6.1 


105538 AK000274 


Hs.278635 HDCMA1BP protein 


1.2 


5,9 


105558 AW051564 


Hs.28285 patched related protein translocated in 


1.8 


5,4 


106574 BE044325 


Hs.227280 U6 srsRNA-assoclated Sm-llke protein 


2.3 


11,2 


10S613 N88604 


Hs.30212 thyroid receptor interacting protein 15 


1.2 


3,6 


105617 H09548 


Hs.5367 ESTs, Weakly similar to I38022 hypolheti 


0.9 


4.4 


106619 AA4594B0 


Hs.23956 hypothetical protein FLJ2Q502 


1.3 


3,6 


106701 BE387614 


Hs.25797 splicing factor 3b, sub-unit 4, 48kD 


1.6 


7.3 


106721 AA741038 


Hs.6670 ESTs 


1.7 


6.1 


106776 AA205O79 


Hs.6693 hypothetical protein FLJ20420 


1 


5,4 


106865 AA487416 


Hs.268231 Homo sapiens cDNA: FLJ231 11 lis, clone L 


1.6 


5.4 


106868 BE18553S 


Hs.301183 molecule possessing ankyrin repeats Indu 


3.3 


1.2 


1068B7 BE503373 


Hs.334335 hypothetical protein FLJ 13576 


1.4 


6.3 


105940 T85594 


Hs.339808 hypothetical protein FLJ101 20 


3.3 


1.8 


106968 AF216751 


Hs.26813 CDA14 


3 


3 


107052 BE391904 


Hs.12482 glyceronephosphate O-acyltransferase 


1.7 


7,6 


107061 BE147611 


Hs.6354 stromal cell derived factor receptor 1 


1.2 


4.3 


107149 AI2B9507 


Hs,299883 hypothetical protein FLJ23399 


1.8 


6.5 


107222 BE172056 


Hs.82689 tumor rejection antigen {gp96)1 


1.2 


6.9 


107233 BE267795 


Hs.22595 hypothetical protein FLJ1 0637 


1.4 


3.5 


107295 AA186629 


Hs.80120 UDP-N-acetyl-alpna-D-galactosamine:polyp 


2.6 


4.3 


107679 AA011510 


Hs.60512 ESTs 






107914 AA027229 


Hs,61329 ESTs, Weakty similar to T16370 hypolheti 


13 


3.5 


107965 AF109219 


Hs. 108787 phosphatidylinositol giycan, class N 


1.6 


3.5 


108033 AW368993 


Hs.323748 Homo sapiens clone CDABP0086 mRNA sequen 


1.8 


108060 AA291440 


Hs.73149 paired box gene 8 


1.1 


3.5 


108081 AA09366S 


Hs,28578 musclebllnd (Drosophila)-like 


0,7 


5.6 


108137 AI283611 


Hs.263479 ESTs, Weakly similar to HMG1_HUMAN HIGH 


1.2 


108186 AW068579 


Hs,7780 Homo sapiens mRNA; cDNA DKFZp564A072 (fr 


3.1 


108215 AI879238 


Hs.299315 collapsin response mediator protein-5; C 


1.5 


4.5 


108297 AA3336S0 


Hs.71331 hypothetical protein MGC5350 


1.5 


4 


108339 AW151340 


Hs.51615 ESTs, Weakly similar to ALU7_HUMAN ALU S 


6.3 


108371 AA074374 


Hs.67639 ESTs 


1.3 


3.3 


108393 AF086070 


Hs,237519 EST 


1 


3.6 


108469 AA079487 


gb:zm97f08.s1 Stratagene colon HT29 (937 


1.5 


3.5 


108470 AA079500 


gb:zm96h10.s1 Stratagene colon HT29 (937 




4.3 


108564 M23114 


Hs.1526 ATPase, Ca++ transporting, cardiac muscl 


2 


4.9 


108641 AA112059 


Hs.429 ATP synthase, H+ transporting, mltochond 


1.1 


3.5 


108666 AA058522 


Hs,1 85751 ESTs 


1.2 


3.5 


108694 AA036725 


Hs.61847 ESTs 


1.4 


3,6 


108824 AK001332 


Hs.44672 hypothetical protein FU10470 


1.4 


3.5 


108853 AA133456 


Hs.102548 glucocorticoid receptor DMA binding fact 


1.2 


4 


108893 BE276891 


Hs,194691 retinolc acid induced 3 


1.3 


3.5 


108992 AA152312 


Hs.72047 ESTs 


1.1 


4.1 


109072 AI732585 


Hs,22394 hypothetical protein FLJ10S93 


1.2 


3.5 


109097 AA167512 


gb:zp10f12.s1 Stratagene fetal retina 93 


1.3 


5 


109160 BE220601 


Hs.301997 hypothetical protein FLJ13033 


4 


6.1 


109244 BE179030 


Hs.64239 Human DNA sequence from clone RP5-1174N9 


1,7 


109481 AA878923 


Hs.269069 hypothetical protein FU21018 


3.8 


7.7 


109484 AA366263 


Hs.72531 hypothetical protein FLJ1 1838 


1.9 




109795 AA173942 


Hs.326416 Homo sapiens mRNA; cDNA DKFZp564H1916 (f 


3,7 


110009 BE075297 


Hs.6614 ESTs, Weakly similar to A43932 mucin 2 p 


4.6 


7,4 


110107 AW151660 


Hs.31444 ESTs 


1.2 


3.5 


110411 AW001579 


Hs.9645 Homo sapiens mRNA for KIAA1741 protein, 


3.7 


3,3 


110731 NM_014899 


Hs.188006 KIAA0878 protein 


2.8 


3.7 


110755 N21207 


Hs.182999 ESTs 


1.6 


3.5 


11093D BE242691 


Hs,14947 ESTs 


3.1 


1.2 


110935 AI753230 


Hs.323562 hypothetical protein DKFZp564K142 


1.9 


7.5 


111051 AI681293 


Hs,12186 hypothetical protein FLJ22558 


2 


4 


111110 AK001566 


Hs.23618 hypothetical protein FLJ10704 


1.1 


3.8 


111356 BE3D1871 


Hs.4867 mannosyl (alpha-1 ,3-)-glycoprotein beta- 


1 


B.2 


111357 BE314949 


Hs.87128 hypothetical protein FLJ23309 


3.3 


6.1 


111770 R27975 


Hs.269401 ESTs, Moderately simitar to S65657 alpha 


1.2 


5,4 


111900 AF131784 


Hs.2531 8 Homo sapiens clone 25 1 94 mRNA sequence 


3.2 


0,6 
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111903 NM 014906 Hs.1 66351 KIAA1072 protein 1 5.4 

111951 NMJ14927 Hs.1D0527 KIAAG902 protein 1 3.8 

112141 AW137198 Hs.27B6B2 Phosphatldylglycerophosphate Synthase 1.4 3.5 

112193 R49499 Hs.138238 ESTs 1.5 3.6 

5 112197 NMJ03655 Hs.5637 ESTs 4.6 2 

112610 AW5QQ106 Hs.23643 serine/threonine protein kinase MASK 3.3 10.5 

112971 Z423B7 Hs.83883 transmembrane, prostate androgen Induced 3.2 3 

112984 T16971 Hs.289014 ESTs, Weakly similar to A43932 mucin 2 p 3.7 10.8 

113D56 AF019226 Hs.8036 glioblastoma overexpressed 4.5 3.7 

10 113449 AW160683 Hs.158006 hypothetical protein 1.2 4.4 

113497 AF1 43321 Hs, 15572 hypothetical protein IMAGE 109914 0.9 3.6 

113508 AL042936 Hs.211571 holocytochrome c synthase (cytochrome c 1.1 3.5 

113631 AK001898 Hs.16740 hypothetical protein FLJ11036 1.2 3.9 

113604 AI075407 Hs.296083 ESTs, Moderately similar to I54374 gene 1.7 5.3 

15 113674 NMJ14214 Hs.5753 Inositol(myo)-1{or4)-monophosphatase 2 0.8 6.1 

113841 W30681 Hs.146233 Homo sapiens cDNA: FLJ22130 tls, clone H 1.7 6,2 

113857 AW243158 Hs.5297 DKFZP564A2416 protein - 1.2 4.6 

113931 BE255499 Hs.3496 hypothetical proteiri MGC15749 1.5 4 

113936 W17056 Hs.83623 nuclear receptor subfamily 1, group 1, m 3.8 1 

20 113987 AA345519 Hs.9641 complement component 1,q subcomponent, 1.2 4.7 

114132 AI342493 Hs.24192 Homo sapiens cDNA FLJ20767 fis, clone CO 0,3 4,3 

114156 BE179882 Hs.336920 glutathione peroxidase 3 (plasma) 1.1 4.3 

114213 M58309 Hs.19575 CGM1 protein 1.6 9.2 

114636 AA075488 gb:zm88d01.s1 Stratagene ovarian cancer ' 1,6 3.7 

25 114760 AI929382 Hs.252692 hypothetical protein FLJ20343 1.4 4 

114781 T10446 Hs.95388 ESTs 1 4.3 

"114795 AB037358 Hs.173484 hypothetical protein FLJ1033? 1.6 9.2 

1149D1 AV660012 Hs.196437 hypothetical protein FLJ10788 1.4 5.2 

115096 AI683069 Hs.175319 ESTs 3.7 1 

30 -115518 BE541042 Hs.23240 Homo sapiens cDNA: FLJ21848 fis, clone H 3.2 4.2 

115646 N36110 Hs.305971 solute carrier family 2 (facilitated glu 1.5 3.9 

115754 AW582256 Hs.91011 anterior gradient 2 (Xenepus laevis) horn 1.3 5.9 

115802 AW410233 Hs.206521 YME1 (S.cerevisiae)-fe 1 1.7 6.6 

115994 AB037836 Hs.109315 KIAA1415 protein 1.5 9.1 

35 116032 BE383668 Hs.42484 hypothetical protein FLJ10618 0.9 4.3 

116046 BE395293 Hs.94491 hypothetical protein FU20297 1.6 5.5 

116274 AI129767 Hs.182874 guanine nucleotide binding protein (G pf 3.2 2,4 

116310 Z24854 Hs.42299 ESTs 0.8 4.7 

116356 AI371223 Hs.288671 Homo sapiens cDNA FLJ1 1997 fis, clone HE 2.4 3.9 

40 116429 AF191018 Hs.279923 putative nucleotide binding protein, est 5.5 5.5 

116461 AA313607 Hs.58633 Homo sapiens cDNA: FLJ22145 fis, clone H 5 1.3 

116470 AI272141 Hs.83484 SRY (sex determining region Y)-box 4 8.7 4.5 

116578 D21262 Hs.75337 nucleolarandcolled-bodyphosphprolein 3.2 6.9 

116579 AW888411 Hs.81915 leukemia-associated phosphoprotein pi 8 ( 3.2 3 
45 116589 AI557212 Hs.17132 ESTs, Moderately similar to I54374 gene 3.1 8.3 

116786 H25836 Hs.301527 ESTs, Moderately similar to unknown jH.s 3.2 4.5 

117170 N25929 Hs.42500 ADP-ribosylata factor-like 5 7 5.5 

117215 N20066 Hs.133207 PTPRF interacting protein, binding prate 1.2 6.2 

117280 M18217 Hs.172129 Homo sapiens cDNA: FLJ21409 fis, done C 4.5 2.4 

50 117576 AI383467 Hs.44597 ESTs 1.4 4.2 

117567 U59305 Hs.44708 Ser-Thr protein kinase related to the my 4.3 0.5 

117881 AF1 61470 Hs.260622 bufyrate-induced transcript 1 2.1 5.7 

118336 BE327311 Hs.47166 HT021 3.6 7.7 

118475 N66845 gb:za46c11,s1 Soares fetal liver spleen 4.2 0.5 

55 118493 AL353944 Hs.50115 Homo sapiens mRNA;cDNADKFZp761J11 12 (f 3.5 3.3 

118505 N67343 gb:yz50b07.s1 Morion FbIbI Cochlea Homo 2.1 3.8 

119159 AF142419 Hs.15020 homolog of mouse quaking QKI (KH domain 3.7 1.5 

119307 BE048061 Hs.37054 ephrln-A3 3 1,1 

119355 BE218319 Hs.5807 GTPaseRabM 1.1 5.6 

60 119462 BE041667 Hs.314544 Homo sapiens cervical cancer suppressor- 1.4 4.3 

119771 AI905687 Hs.2533 EST 3.2 1 

119940 AL050D97 Hs,272531 DKFZP58SB0319 protein- 4.3 0.7 

119943 BE565849 Hs.14158 coplne III 3.5 1.9 

120407 AA235207 • Hs.250456 hypolhetica! protein DKFZP762F2011 1.5 3,7 

65 120493 AW968080 Hs.152939 Homo sapiens cicne 24630 mRNA sequence 4 1.4 

120677 AF150208 Hs. 108327 damage-specific DN A binding protein 1 (1 1.6 6.8 

120867 AA350781 Hs.96967 ESTs 1.1 3.6 

180 



WO 02/059377 



PCT7US02/02242 



121365 BE25295B Hs.178292 KIAA0180 protein 1.5 4.1 

121603 AA4167B5 Hs.249495 heterogeneous nuclear ribDnucleoprotem 2.2 5.5 

121723 AA243499 Hs.1048QO hypothetical protein FLJ10134 3.4 3,2 

122223 API 69797 Hs.27413 adaptor protein containing pH domain, PT 3,9 3.9 

5 122378 AB032948 Hs.21366 hypothetical protein DKFZp762K201 5 1.4 7.1 

122946 AI718702 Hs.308026 major histocompatiloility complex, class 1,4 3.7 

123155 AF121856 Hs.284291 sorting nexln 6 ' 1.2 . 4,9 

123158 AF161426 Hs,218329 hypothetical protein 2.4 3.6 

123327 AA421581 Ks.178443 ESTs 0.9 5.2 

10 123495 W28673 Hs.106747 serine carfcoxypsptidase 1 precursor prat 1.3 5.1 

123526 M608657 gb:ae55d04.s1 Stratagene lung carcinoma 2.1 5.2 

123533 M608751 gb:ae56h07.s1 Stratagene lung carcinoma 2.1 9.3 

123768 AI932318 Hs.188762 ESTs, Moderately similar to H2BL_HUMANH 1.1 3.6 

123961 AL050184 Hs.21610 DKFZP434B203 protein 1.1 3.5 

15 123999 AF084555 Hs.7351 cyclic AMP phosphoproteln, 19 kD 1.4 3.8 

124000 BE563957 Hs.74861 activated RN A polymerase II transcriptio 1.9 11.2 

124036 AB037860 Hs.173933 nuclearfactorl/A 1.5 4.4 

124059 BE3B7335 Hs.283713 ESTs, Weakly similar to S64054 hypotheti 14.8 11.5 

124083 AW195237 Hs.7734 hypothetical protein FLJ22174 1.2 6.2 

20 124148 BE3Q0094 Hs.227751 lectin, galactoside-blnding, soluble, 1 2.5 12.7 

124153 AU077333 Hs.160483 erythrocyte membrane protein band 7.2 (s 1 4.1 

124252 BEB13340 Hs.334725 Homo sapiens, Similar to RIKEN cDNA 9430 1.5 8.4 

124314 AK001552 Hs,21 5765 GTP-binding protein 1,8 10.2 

124375 D87454 Hs.1 92966 KIAA0265 protein 1.1 4.8 

25 124432 N3901 6 Hs.268B69 ESTs, Weakly similar to ALUC_HUMAN 111! 1.3 4.1 

124447 N4800D gb:yy98e12.s1 Soare5_multlple_sclerosis„ 2.7 4.3 

124539 054120 Hs.14S409 cell division cycle 42 (GTP-binding prot 2.1 5.7 

124543 AI393320 Hs.104573 ESTs 1 4.1 

124564 H66403 Hs.108275 ESTs 1.4 4 

30 124574 AL036596 Hs.42322 A kinase (FRKA) anchor protein 2 0.7 4 

124605 AA749315 Hs.77171 minichromosome maintenance deficient (S. 1.1 3.5 

124639 H60193 Hs.21143 DKFZP586C1324 protein 1.4 3.6 

124659 AI6B0737 Hs.289068 Homo sapiens cDNA FLJ1191B fis, clone HE 1.5 9.9 

124737 BE270465 Hs.78793 protein kinase C, zeta 0.7 4 

35 124760 AW4085B6 Hs.91052 ESTs, Moderately similar to ALU5_HUMAN A 0.9 3.6 

124763 BE410405 Hs.76288 calpaln 2, (mill) large subunit 1.3 3.9 

124792 R44357 Hs.48712 hypothetical protein FLJ20736 1,8 4.2 

124842 R56485 gb:yg93h09.s1 Scares infant brain 1 NIB H 1 3.6 

124940 AF06B846 Hs.103804 heterogeneous nuclear ribonucleoprotein 3.2 3.4 

40 124949 A1903210 Hs,336760 tubulin, beta polypeptide 1 4.4 

124960 AL023513 Hs.194766 seizure related gene 6 (mouse)-llke 0.9 5.2 

124995 T52700 Hs, 110044 ESTs 0.9 3.5 

125030 AA610577 Hs.187775 ESTs 1.2 5 

125034 BE548446 Hs.5167 Homo sapiens mRNA; cDNA DKFZp434F152 {fr 1.5 3.7 

45 125D58 T83731 Hs.3343 phosphogiycerate dehydrogenase 0,9 6 

125076 AA973971 gb:oq02h08.s1 NCLCGAPJ.U5 Homo sapiens 1 3.7 

125090 T91518 gb:ye20f05.s1 Stratagene lung (937210) H 3.2 2.5 

■ 125103 AA570056 Hs.122730 ESTs, Moderately similar to K1AA1215 pro 5,3 6.6 

125154 W38419 gb:zc78a07.s1 Pancreatic Islet Homo sapi 0.9 6.1 

50 125155 AA837043 Hs.143669 ESTs 1.1 4.3 

125159 AKOO0B59 Hs.274428 TRF2-lnteracllng telomerlc RAP1 protein 1.1 4.1 

125170 AL020996 Hs.8518 selenoprotein N 1.1 3.8 

125181 R40815 Hs.12396 ESTs, Weakly similar to 2004399A chromos 1 3.6 

125193 W67577 Hs.84298 CD74 antigen (invariant polypeptide of m 1.2 7.8 

55 125260 H05635 Hs.294030 topoisomcrase-related function protein 4 1 4.9 

125262 AW884960 Hs. 171957 triple functional domain (PTPRF interact 1.3 4.B 

125272 BE612888 Hs.180224 myosin regulatory light chain 1.1 16.1 

125388 W27235 Hs.64311 a dlsintegrin and metalloprotelnase doma 1.4 5.3 

. 125824 Z4525B Hs.28601 3 short coiled-coil protein 2,4 8.7 

60 125852 AW6300B8 Hs,76550 Homo sapiens mRNA; cDNA DKFZp564B1264 (f 1.B 4.6 

125970 AW504721 Hs.177516 high density lipoprotein binding protein 1.9 3.8 

126192 AW1 60399 Hs.30376 hypothetical protein 1.4 4.1 

126469 BE384361 Hs.1828B5 ESTs, Weakly similar to JC5024 UDP-galac 2 3.7 

126510 AA057593 Hs.334762 hypothetical protein FU14735 1.3 4.1 

65 127095 AA340277 Hs.10248 Homo sapiens cDNA FLJ201 57 fis, clone CO 1.3 5 

127524 AI243596 Hs.94830 ESTs, Moderately similar to T03094 A-kin 4.3 0.9 

128312 J04162 Hs.150101 lysosomal 1.5 4.7 
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50 



128453 X02761 


Hs.287820 fibronectln 1 


1.2 


4.3 


128460 T16206 


Hs.237164 ESTs, Highly similar to LDHH_HUMAN L-UC3.1 


44.4 


128491 H08379 


Hs.1 65563 hypothetical protein DKFZp434M429 


0.6 


13.1 


128495 NM 005904 


Hs.100602 MAD (mothers against decapentaplegic, Dr 


1.3 


4 


128S46 NMJ03478 


Hs.101299 cuBin 5 


1 


5.1 


128574 AI1 85977 


Hs.3B260 ubiquitin specific protease 1 8 


0.8 


4 


128611 NM_014721 


Hs.102471 KIAA0680 gene product 


1.3 


3,7 


128652 M432202 


Hs.103147 hypothetical protein FLJ21347 


1.4 


3.9 


128653 D87432 
128655 AI246669 


Hs. 10315 solute carrier family 7 {cattonic amino 
Hs.324275 WW domain-containing protein 1 


1.2 
0.8 


3.6 
4.1 


128684 BE246444 


Hs.283685 hypothetical protein FU20396 


3 


1.6 


128717 AK001564 


Hs.104222 hypothetical protein FLJ10702 


2.8 


4.8 


128774 AA476220 


Hs.54457 CDB1 antigen {target of antiproliferatlv 


1.1 


10.6 


128790 AF026692 


Hs.105700 secreted frizzted-related protein 4 


1 


3,8 


128805 AA194554 


Hs.1B3434 ATPase, H+ transporting, lysosomal (vacu 


5.3 


5.3 


128827 AI638184 


Hs.106334 Homo sapiens clcne 23836 mRNA sequence 2.2 


5,3 


128840 AI917602 


Hs.106440 ESTs 


1 


4.5 


128869 AA768242 
128889 D60985 


Hs.80618 hypothetical protein 
Hs.106909 DKFZP566D193 protein 


0.8 
4.6 


3.6 
3.7 


128890 AI222020 


Hs.182364 CocoaCrisp 


3 


1,5 


128915 AK000140 


Hs.107139 hypothetical protein 


0.2 


3.9 


128920 M622037 


Ha.166468 programmed cell death 5 


2.5 


15.2 


128926 AF155096 


Hs.107213 hypothetical protein FU20585 


4 


4 


128930 AA298958 


Hs. 10724 MDS023 protein 


1.2 


4.5 


128942 AW247536 


Hs.10729 hypothetical protein 


1.4 


5 


128948 AW953622 


Hs.223025 RAB31 , member RAS oncogene family 


2.3 


5.6 


128953 AB020716 


Hs.1 07362 KIAA0909 prcteln 


0.9 


3.9 


128979 AW271217 


Hs.261434 Homo sapiens cDNA FLJ14028 fis, clone HE 1,5 
Hs.10758 NMJ)02495*:Homo sapiens MADH dehydragena 


3.6 


128980 AA258924 


0.8 


129005 AI770025 


Hs.1 3323 hypothetical protein FU22059 


1.2 


5,7 


129009 C15105 


Hs.330716 Homo sapiens cDNA FLJ14368 fis, clone HE 2.1 


9,9 


129013 M371156 


Hs.107942 DKFZP564M1 12 protein 


2.4 


3,8 


129068 AI634522 


Hs.152925 KIAA1268 protein 


1.2 


3.8 


129106 AW504486 


Hs.108689 sterol regulatory element binding transc 


1.2 


5.5 


129113 BE543205 


Hs.288771 DKFZP586A0522 protein 


0,5 


3.7 


129125 AB002450 


Hs.278391 CG1-1 09 protein 


1 


5,2 


129126 AW881089 


Hs. 1 06806 Homo sapiens mRNA; cONA DKFZp566M0947 (f 


1.5 


129151 N23018 


Hs.171391 C-terminal binc'iag protein 2 


2.1 


9.7 


129230 AA335362 


Hs.109E>46 Empirically selected from AFFX single pr 


0.9 


8.6 


129234 M18916 


Hs.282997 glucosidase, beta; acid (includes glucos 


11 


3.5 


129236 8E542214 


Hs.109697 ESTs 


1.1 


12.8 


129239 W57656 


Hs.109701 Ubiquitin-like5 


3.2 


5.1 


129241 AI878857 
129243 BE169531 


Hs,1 09706 hematological and neurological expressed 
Hs.1 09727 TAKI-bindlng protein 2; KIAA0733 protein 


1.9 
1.2 


5.7 
6,6 


129247 R49920 


Hs.109733 CGI-131 protein 


1.5 


3.5 


129250 AA344367 


Hs.109760 EmpiricaLy selected from multiple AFFX 


1 


5.4 


129258 AA250970 


Hs.251946 poly(A)-binding protein, cytoplasmic U 


1.3 


4.1 


129260 AF077200 


Hs.279813 hypothetical protein 


1.6 


3.9 


129270 AA357185 


Hs.109918 ras homolog gene family, member H 


1.6 


4.2 


129277 AB007896 


Hs.110 putative L-type neutral amino acid trans 


1.1 


6.1 


129284 AA318224 


Ha.296141 ESTs 


2.5 


4,8 


129300 W94197 


Hs.1 10165 ribosomal protein L26 homolog 


1.6 


5.1 


129318 AF18S062 


Hs.285976 tumor metastasis-suppressor 


1.8 


6.5 


129352 AWS11655 


Hs.170177 Melsl (mouse) homolog 


0.9 


4 


129362 U30246 


Hs, 1 10736 solute carrier family 1 2 (sodium/potassl 


1.4 


9.2 


129379 BE278964 


Hs.11085 CGI-111 protein 


1 


4.8 


129390 AA318271 


Hs.250905 hypothetical protein 


1 


4.1 


129416 AA01618B 


Hs.1 11244 hypothetical protein 


1.8 


10,7 


129427 AI49B631 


Hs.111334 ferritin, light polypeptide 


1.1 


4,8 


129470 W92931 


Hs.250899 heat shock factor binding protein 1 


1.8- 


9.3 


129472 AL050260 


Hs.323817 DKFZP547E1010 protein 


1 


5 


129475 NM 004477 


Hs.203772 FSHD region gene 1 


1.1 


4.2 


129498 AA449789 


Hs.75511 connective tissue growth factor 


1.9 


6.8 


129501 AI631811 


Hs.180403 STRIN protein 


1.1 


9,7 


129527 AA769221 


Hs.270847 delta-fubulin 


1.1 


4.3 


129545 R1B0B7 


Hs.323769 clsplatin resistance related protein CRR 


1 


4.2 


129579 AW517695 


Hs.286218 Junctional adhesion molecule 1 


2.3 


3.5 
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129606 AW968941 Hs.166254 hypothetical protein DKFZp566l133 2,4 4.4 

129619 AA209534 Hs.284243 tetraspan NET-6 protein 3.2 13 

129620 D79338 Hs.239720 CCR4-NOT transcription complex, subunit 1.6 4.6 

129621 AL1 10212 Hs.301 005 purine-rich element binding protein B 1.1 5.7 
5 129634 AB020335 Hs.191300 sel-1 (suppressorof lin-12, C.etegans)- 0.9 4.3 

129663 AI207406 Hs. 11866 translocase of inner mitochondrial membr 1.9 4.8 

129679 AW689132 Hs.11916 riboklnase 0.9 4.1 

129688 U53209 Hs.24937 transformer-2 alpha (htra-2 alpha) 1.3 4.7 

129691 M26939 Hs.1 19571 collagen, type III, alpha 1 (Ehlers-Danl 4.7 3.7 

10 129712 U46386 Hs.12102 sorting nexin 3 1.2 3.6 

129747 AL050272 Hs.12305 DKFZP565B183 protein 1 8.9 

129788 BE397454 Hs.124969 Homo sapiens clone 24707 mRNA sequence 1.4 3.6 

129796 BE218319 Hs,5807 GTPaseRab14 2.9 5.1 

129797 M62839 Hs.1252 apollpoprestein H (beta-2-g!ycoprotQin I) 0.3 5.1 
15 129600 AF052112 Hs.12540 lysosomal 1.6 8.8 

129834 AL080084 Hs.296155 CGt-100 protein 0.9 5.3 

129836 AW410233 Hs.205521 YME1 (S.cerevisiae)-!ike 1 1,8 9.9 

129843 NM_014840 Hs.200598 KIAA0537gene product 0.9 3.6 

129874 AA626937 Hs.181551 hypothetical protein MGC2594 1.4 9.5 

20 129878 Z43161 Hs.283714 30 kDa protein 1.1 6.3 

129904 AL1 19499 Hs.13285 neuronal potassium channel alpha subunit 1 3.5 

129917 M30773 Hs.278540 protein phosphatase 3 (formerly 2B), reg 2 5.1 

129976 X14008 Hs.234734 lysosomal 0.9 4,9 

129982 Z14221 gb:H.sapiens germline transcript of Igh 1.2 3.6 

25 .130007 R15917 Ks.142S70 Homo sapiens clone 24629 mRNA sequence 4.3 1.3 

130060 BE277024 Hs.146381 RNA binding motif protein, X chromosome 1,6 3,8 

130064 X57815.comp Empirically selected from AFFX single pr 1,2 8.2 

130068 M93143 . Hs.262869 plasminagen-like 1.4 7.9 

130090 H9787B Hs.132390 zinc finger protein 36 (KOX 18) 1.4 12.3 

30 130095 AK001635 Hs.14838 hypothetical protein FLJ10773 0.2 4.6 

130102 W61005 Hs.14896 DHHC1 protein 1 . 4.1 

130112 AA916785 Hs.180610 splicing factor proline/gkitamine rich ( 1.2 5,3 

130115 T47294 Hs.149923 X-box binding protein 1 3.8 0.8 

130123 NWL005095 Hs.150390 zinc finger protein 262 1 42 

35 130150 BE094848 Hs.15113 homogentisate 1,2-dioxygenase i(homog B nti 0.5 4 

130161 R42676 Hs.1513B5 KIAA0564 protein 1 3.7 

130210 M23115 Hs.1526 ATPase, Ca++ transporting, cardiac muscl 0.4 4.4 

130213 BE278370 Hs.15265 heterogeneous nuclear ribonuclBoprotein 1.7 7.5 

130215 BE301883 Hs.152707 glioblastoma amplified sequence 1 5.6 

40 130232 U29463 gb;Human cytochrome b561 gen 1.2 4.2 

130252 U92014 Hs.153527 Homo sapiens pTM5 mariner-like transposo 1.3 3.6 

130281 W78907 Hs.16395 similar to arginyl-IRNA synthetase (argi 1.5 4.4 

130343 AB040914 Hs.278628 KIAA1481 protein 2,9 7.5 

. 130385 AW0678D0 Hs. 155223 stanniocalcin 2 3.2 0.2 

45 130414 AW842182 Hs.241392 small inducible cytokine A5 (RANTES) 1,4 10.6 

130417 AW163518 Hs.155485 huntingtln interacting protein 2 1.7 11.7 

130440 AA852866 Hs. 1 32653 K1AA01 71 gene product 1.1 5 

130442 NMJ06245 Hs.1 18244 protein phosphatase 2, regulatory subunl 1.4 4.3 

130465 AW382955 Hs.15641 Homo sapiens cDNA FLJ14415 fis, clone HE 1.6 7.6 

50 130479 R44163 Hs.12457 hypothetical protein FLJ10S14 0.9 4.1 

130499 AB007915 Hs.158236 KIAA0446 gene product 1 3.8 

130546 AI598022 Hs.1 93989 TAR DNA binding protein 1.3 4.7 

130568 AA232119 Hs.160B5 putative G-prcteln coupled receptor 1.2 9,4 

130606 AI652143 Hs.288382 hypothetical protein FLJ131 11 1 4.1 

55 130612 BE242873 Hs.16677 WD repeat domain 15 1.1 3.6 

130616 AL049963 Hs.284205 up-regulated by BCG-CWS 0.6 3.8 

130623 AL045128 Hs.1691 glucan (1,4-alpha-), branching enzyme 1 0.9 6.6 

130629 AL042896 Hs.1697 ATPase, H+ transporting, lysosomal (vacis 0.9 3.9 

130632 AW073971 Hs.238954 ESTs, Weakly similar to KIAA1204 protein 0.9 6.9 

60 130639 AI557212 Hs.17132 ESTs, Moderately similar to I54374 gene 2.6 3.9 

130641 AF156555 Ks.239169 glutaminase 1.2 13.8 

130653 AI861791 Ks.278479 TSPY-like 1.3 4 

130655 AI831962 Hs,17409 cysteine-rich protein 1 (intestinal) 2.5 4 

130666 AL1 17508 Hs. 194035 KIAA0737 gene product 1.3 6.2 

65 130669 AI928985 Hs,176B0 hypothetical protein MGC1314 similar to 1.4 3.9 

130693 R6B537 Hs.17962 ESTs 3.2 0.B 

130694 NM.014827 Hs.17969 KIAA0663 gene product 1.1 4.8 
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130696 AA325308 


Hs.18016 Homo sapiens mRNA; cDNA DKFZp586H0324 (f 


1.8 


130701 298883 


Hs.18079 phosphatldyilnosltol glycan, class Q 


1.1 




130707 AW190925 


Hs.203559 hypatiieftcal protein FLJ12701 


1.2 




1 30731 AI932971 


Hs.18593 Homo sapiens cDNA: FLJ21449 fis, clone G 


1.4 


69 




Hs.252831 reticulon 3 


1.2 




130796 AA0BB809 


Hs. 1 9525 hypothetical protein FLJ22794 


1.8 


68 




Hs.1973 cyclin F 


1.3 




130863 Y10805 


Hs.20521 HMT1 (hnRNP methyltransferase, S. cerevi 
Hs.21061 KIAA1329 protein 


3.2 


59 


130902 ABQ37750 


1 


38 


130908 AW1 95747 


Hs.21122 hypothetical protein FLJ1183Q simitar to 


1.3 






Hs.2 1 189 DnaJ (Hsp4Q) homolog, subfamily A, membe 2.7 


37 


130913 BE3909Q5 


Hs.21 198 translocase of outer mitochondrial membr 


1.9 


v 


uuviJ nbono 


Hs,21293 UDP-N-acteylglucosamine pyrophosphates 


1.9 




130959 AB023182 


Hs.1 84523 KIM0965 protein 


1.5 




130967 AA393071 


Hs.182579 leucine amiropeptidase 


1.4 




130975 AA099923 


Hs.283728 PEST-conta'nlng nuclear protein 


1,3 






Hs.22391 chromosome 20open reading frame 3 


1.9 


4 1 


131039 D87436 


Hs.166316 Eipin 2 


1.6 


35 


131060 AA194422 


Hs.22564 myosin VI 


4.5 




131097 AL137682 


Hs.22937 l-kappa-B-inieracting Ras-like protein 2 




37 


131101 BE387561 


Hs.22981 DKFZP586M1523 protein 


1.6 


\'l 


131104 W27770 


Hs.301 756 ESTs, Weakly similar to T31475 hypotheti 


0.9 


ft 


l J I Wl bCOZUoOD 


Hs.75354 GCN1 (general control of amino-acid synt 


2.1 




131109 BE564123 


Hs.23060 DKFZF564F0522 protein 






131136 AB 033099 


Hs.23413 KIAA1273 protein 


1.2 


.„ 


131148 AW953575 


Hs.303125 p53-lndrxed protein PIGPC1 


4.5 


135 


131150 X77753 


Hs.235B2 tumor-associated calcium signal iransduc 


3.4 




131155 A1472209 


Hs.323117 ESTs 


0.8 




131164 AW013807 


Hs.1 82265 keratin 19 




24 


131181 H25094 


Hs.293663 ESTs, Moderately similar to I38022 hypot 


0.6 




131194 AW864222 


Hs.24083 KIAA0997 protein 


1.4 


38 




Hs.29B275 amino acid transporter 2 


1.2 




131215 AL050107 


Hs.24341 transcriptional co-aclivatorwilh PDZ-bi 


0.7 


47 


131216 AI815486 


Hs.243901 Homo sapiens cDNA FLJ20738 fis, clone HE 
Hs.268012 fatty-acid-Coenzyme A ligase, long-chain 


2.1 




131233 D89053 


1.7 


3 5 




Hs.24608 DKFZP564D177 protein 


1.3 




131262 AU077158 


Hs.24930 tobulin-specificcnaperonea 


1.6 


>a 


131263 AU077002 


Hs.24950 regulator of G-protein signalling 5 


1.4 


4 4 


131367 AI750575 


Hs.173933 nuclear factor 1/A 


3.3 


2? 


131372 AW293399 


Hs. 144904 nuclear'receptorco-repressor 1 


1.6 


39 


1 31 373 NM_006052 


Hs.261 46 Down syndrome critical region gene 3 


1 




131388 NIVLO14810 


Hs.92200 KIAA0480 gene product 


5 




131492 A1452601 


Hs.288869 nuclear receptor subfamily 2, group F, m 


0.9 


3* 


131493 AW960146 


Hs,284137 hypothetical protein FLJ12888 


1 




131514 BE270734 


Hs.2795 lactate dehydrog enase A 


2 


65 


131524 AB040927 


Hs.301804 KIAA1494 protein 


1.5 




131528 AU076408 


Hs.28309 UDP-glucose dehydrogenase 


1.3 


47 


131534 AF1 57326 


Hs.1 84786 TBP-lnteracfing protein 


1.3 




131555 T47364 


Hs.278613 interferon, alpha-inducibla protein 27 


1.5 


g" 


131578 AA936296 


Hs,234265 DKFZP586G011 protein 


1.8 




131589 C18B25 


Hs,29191 epithelial membrane protein 2 


1.3 


82 


131609 D83032 


Hs.169984 nuclear protein 


2.8 




131626 BE514605 


Hs.289092 Homo sapiens cDNA: FLJ223B0 fls, clone H 


1.3 


112 


131670 H03514 


Hs.10130 ESTs 


1.3 




131697 C19034 


Hs.288613 Homo sapiens cDMA FLJ14175 fis, clone NT 3.2 


97 


131701 AF1Q3796 


Hs.30819 hypothetical protein 


1.3 


5.2 


131703 AW160865 


Hs.30B88 cytochrome c oxidase subunit Vila polype 


1.3 


7.8 


131739 AF017986 


Hs.31386 secreted frizzied-related protein 2 


10.6 


14,7 


131764 AI805664 


Hs.31731 paroxiredoxln 5 


1.1 


3.6 


131781 AF077036 


Hs.31989 DKFZP586G1722 protein 


1.6 


3.7 


131791 XB2111 


gb:H.sapiens Vil-5 gene for immunoglobul 


1.1 


3.5 


131853 AI681917 


Hs.3321 ESTs, Highly similar to IRX1JHUMAN 1ROQU 5.3 


1.2 


131870 NMJ314874 


Hs.3363 KIAA0214 gene product 


0.6 


4,2 


131903 NMJ104642 


Hs.3436 deleted in oral cancer (mouse, homolog) 


2.4 


4,9 


131913 AW20744D 


Hs.185973 degenerative spermatocyte (homolog Droso 2.4 


6 


131930 AA772603 


Hs.69476 Homo sapiens cDNA FU12758 lis, clone NT 1.7 


9.2 


131941 BE252983 


Hs.35086 ubiquitin specific protease 1 


0.5 


5.2 
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131947 Al 1 23939 


Hs,182997 ESTs 


0.7 




131961 AA129782 


Hs.3576 Homo sapiens mRNA full length insert cDN 


0.9 


4a 


131964 AW38114B 


Hs. 198365 2,3-blsphosphoglycerate mutase 


1.1 


i 


131974 AF208856 


H5.268122 hypothetical protein 


1.3 




131983 AF1 19665 


Hs.184011 pyrophosphatase (inorganic) 


3.3 


Rfl 


131997 AF229181 


Hs. 136644 CS box-containing WD protein 


0.9 


?R 


-iionnft AUMfio^ft 
lO^UUb AWIozoob 


Hs.3709 low molecular mass ubiquinone-binding pr 


1.2 






Hs.3833 3'-phosphoadenosine 5'-phosphosulfafe sy 


3,2 


IB 


132065 3E379335 


Hs.211594 prateasome(prosome,macropain)26Ssubu i.2 




132071 AF217798 


Hs.3B50 LISMnteracting protein NUDEL; endoolig 


0.7 


™j 


132079 AI701457 


Hs.38694 ESTs 


2 




132094 NMJJ16045 


Hs.3945 CG1-107 protein 


1.2 


*™ 


lOZJ ID ftWyDU<Jr4 


Hs.40289 ESTs 


3,1 




132164 AI752235 


Hs.41270 procollagen-lysine, 2-oxoglutarate 5-dio 


1.8 




132181 AW961231 


Hs.16773 Homo sapiens clone TCCC1A00427 mRNA sequ 


12 


132203 AL031709 


Hs,241575 hypothetical protein CAB56184 


1.4 




132258 AA306325 


Hs.431 1 SUMO-1 activating enzyme subunit 2 


2 


1(1" 


132303 SE177330 


Hs.325093 Homo sapiens cDNA: FU21210 fis, clone C 


1.2 




132316 U28B31 


Hs.44566 KIAA1641 protein 


5.9 




132358 NM„QQ3542 


Hs,46423 H4 histone family, member G 


5.8 




132384 AA312135 


Hs.46967 HSPC034 protein 


2.1 




132397 AA021160 


Hs.4750 hypothetical protein DKFZp564K0822 


1.3 




132413 AW361383 


Hs.260116 metalloprotease 1 (pitrilysin family) 


2 




132442 AW970S59 


Hs.3 13503 ESTs 


1.2 


K 


1 32534 BE388673 


Hs,5086 hypothetical protein MGC1 0433 


2 






Hs.5097 synaptogyrin 2 


1.4 


Ri 


132554 AF065391 


Hs.194718 zinc finger protein 265 


1.2 


1 


132575 AV66053B 


Hs.284162 60S ribosomal protein L30 Isoiog 


3 


17 


1 32585 AF029750 


Hs.179600 TAP binding protein (tapasin) 


1.S 




132602 AW606927 


Hs.5306 hypothetical protein DKFZp5B6F1 1 22 simii 


1.6 




132608 AA353044 


Hs.5321 ARP3 (actln-related protein 3, yeast) ho 


1.8 


SI 




Hs.554 Sjogren syndrome antigen A2 (60kD, ribon 


4.2 


9 
j? 


132719 AI264357 


Hs.55405 hypothetical protein MGC1 621 2 


1.1 




132730 AK000868 


Hs.5570 hypothetical protein FLJ1O006 


1.4 


R9 


132765 BE222975 


Hs.56205 insulin induced gene 1 


1.1 




132782 F07424 


Hs.279840 zinc finger protein 222 


1.3 




132793 AB020713 


Hs.55966 KIAA0905 protein 


2.3 




132805 AW975748 


Hs.5724 sclerostin 


0.7 




132863 DE268048 


Hs.236494 RAB10, member RAS oncogene family 


1.8 


ft 9 




Hs.5944 solute carrier family 1 1 (proton-coupled 


1.5 




132930 AA579258 


Hs.6083 Homo sapiens cDNA: FLJ21028 fis, clone C 


1 




132932 AW1 18826 


Hs.6093 Homo sapiens cDNA: FLJ22783 fis, clone K 


0.7 




132933 BE263252 


Hs.610 1 hypothetical protein MGC3178 


1.6 




132965 AI248173 


Hs.191460 hypothetical protein MGC12936 


1 




132984 BE539199 


Hs.62112 zinc finger protein 207 


1.5 


44 


132990 X77343 


Hs.334334 transcription factor AP-2 alpha (activat 


13.9 


08 


132998 Y00062 


Hs, 1 70121 protein tyrosine phosphatase, receptor i 


0.6 




133002 AW499985 


Hs.42915 ARP2 (actin-related protein 2, yeast) ho 


1.5 


111 


133011 NM 006379 


Hs.171921 sema domain, Immunoglobulin domain fig), 


3.5 




133012 AA847843 


Hs.62711 Homo sapiens, clone IMAGE:3351295, mRNA1 




133040 AW502761 


Hs.30909 KIAA0430 gene product 


0.9 


5,5 


133056 H12028 


Hs.6396 jumping translocation breakpoint 


1.7 




133063 A1654133 


Hs.30212 thyroid receptor interacting protein 15 


0.6 




133057 AKQ0070S 


Hs.169764 hypothetical protein FU20701 


1.2 


35 


1330B0 AF089816 


Hs.6454 chromosome 19 open reading frame 3 


1.2 


17.5 


133110 AA808177 


Hs,65228 ESTs 


0.9 


5.1 


133150 AV655783 


Hs,661 Empirically selected from AFFX single pr 


1,1 


4.5 


133175 AW955632 


Hs.66666 ESTs, Weakiy similar to 31 9560 proline-r 


1.5 


4.8 


133199 AF231981 


Hs.250175 homolog of yeast long chain poiyunsatura 


5.5 


5,9 


133203 AA464362 


Hs.6748 hypothetical protein PP 1 665 


1.2 


3.7 


133206 AB037773 


Hs.6762 hypothetical protein 


1.6 


8,6 


133221 W32474 


Hs.301746 RAP2A, member cf RAS oncogene family 


2.4 


4.8 


133229 AL137480 


Hs.6834 KIAA1014 protein 


1 


4.2 


133241 AW796524 


Hs.68644 Homo sapiens microsomal signal peptidase 


1,3 


3,9 


133257 BE617892 


Hs.6895 actin related protein 2/3 complex, subun 


1.4 


5.4 


133271 Z4B633 


Hs.283742 H.sapiens mRNA for relrotransposon 


3.1 


0.7 


133273 N27672 


Hs.69469 dendritic cell protein 


2,5 


6.5 
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133287 AW797437 


Hs.69771 B-faotor, properdin 


1.3 


4 


133291 BE297855 


Hs.69855 NRAS-re'aled gene 


1.4 


5 


133292 M304961 


Hs.699 peptldylprolyl isomerase B (cyclophilin 


2.2 


8.8 


133294 AJ001388 


Hs.69997 zinc finger protein 238 


1.5 


4.3 


133300 AF1 16666 


Hs.70333 hypothetical protein MGC10753 


1.4 


6.3 


133302 X04896 


Hs.237658 apolipoprotein A-ll 


0.2 


3.6 


133308 U56979 


Hs.250651 H factor 1 (complement) 


0.6 


5 


133347 BE257758 


Hs.71475 acid cluster protein 33 


1.2 


4.2 


133370 AF245505 


Hs.72157 DKFZP564I1922 protein 


3.7 


5.8 


133404 AB007916 


Hs.214646 KIAA0447 gene product 


1.4 


5.1 


133408 AI738719 


Hs.198427 hexoklnase2 


0,9 


6.3 


133422 AB0330B1 


Hs.73287 KIAA1235 protein 


1.2 


3.7 


133442 AL1 37663 


Hs.7378 Homo sapiens mRNA; cDNA DKFZp434G227 (fr 


0.7 


133448 M27749 


Hs.288168 immunoglobulin lambda-like polypeptide 1 




4,3 


133449 AF038962 


Hs.738 1 voltage-dependent anion channel 3 


H7 


4.2 


133501 AI962602 


Hs.74284 hypothetical protein MGC2714 


<M 


5,9 


133504 NMJ3Q4415 


Hs.74316 desmoplakfn {DPI, DPI!) 




11,5 


133506 BE56295B 


Hs.74346 hypothetical protein MGC14353 


18 


19.7 


133532 D67452 


Hs.74579 KIAA0263 gene product 


12 


5.4 


133574 H97991 


Hs.1 93313 Empirically selected from AFFX single pr 


1.4 


3,9 


1335B6 AI929645 


Hs.225936 synapsinl 


0.8 


4.9 


133589 L37368 


Hs.75104 RNA-binding protein S1 , serine-rich doma 


2 


10.8 


133591 AI423369 


Hs.751 1 1 protease, serine, 11 (IGF binding) 


2.1 


4.5 


133606 U105B4 


Hs.75188 Wee1+(S. pombe) homolog 


3.3 


1.1 


133617 BE244334 


Hs.75249 ADP-ribosylation factor-like 6 inferacli 


2.3 


5.6 


133651 AI301740 


Hs.173381 dihydropyrimidinase-like2 


0.8 


13,5 


1336S0 H14843 


Hs.303154 popeye protein 3 


1 


9.1 


133B63 AJ0Q6239 


Hs.75438 quinold dihydropleridins reductase 


0.5 


5,8 


133668 L77964 


Hs.271980 mltogen-activated protein kinase 6 


1.1 


6,3 


133671 AW503116 


Hs.301819 zinc finger protein 145 


1.8 


3,3 


133681 AI352558 


Hs.75544 lyrDslne 3-monDoxygenase/tryptophan 5-mo 


1.5 


11.1 


133694 W17187.comp Hs.232400 heterogeneous nuclear ribonucieoproleln 


2 


3.9 


133708 AI018666 , 


Hs.75667 synaptophysin 


0.6 


3,5 


133737 AW001130 


Hs.75824 KIAA0174 geae product 


1.2 


7,2 


133743 A1929587 


Hs75847 CREBBP/EP300 inhibitory protein 1 


1.5 


5 


133750 3E410769 


Hs.75873 zyxin 


1.2 


4.8 


133765 M62194 


Hs.75929 cadherin 1 1, type 2, OB-cadherin (osteob 


3.2 


4,1 


133776 BE26B649 


Hs.177766 ADP-ribosyltransferase (NAD+; poly (ADP- 


2.1 


3.8 


133799 W240B7 


Hs.76235 DKFZF564B167 prolein 


1.9 


12,6 


13380D AF075337 


Hs.76293 thymosin, beta 10 


2.6 


6,6 


133802 AW239400 


Hs76297 G protein-coupled receplor kinase 6 


1 


4.9 


133B06 D25969 


Hs76325 step II splicing factor SLU7 


0.5 


3.8 


133817 AW578716 


Hs.7644 H1 histone family, member 2 


1.5 


4.5 


133829 AW630D88 


Hs.76550 Homo sapiens mRNA; cDNA OKFZp564B1264 (f 


3.7 


133841 AA345824 


Hs.76688 carboxylesferase 1 (monocyte/macrophage 


0.3 


4.4 


133845 AA147026 


Hs.76704 ESTs 


5.5 


2.9 


133863 AIB15523 


Hs,7693Q synuclein, alpha (non A4 component of am 


0.6 


4.8 


1338B7 X07767 


Hs77271 protein kinase, cAMP-dependent, catalyll 


1 


10.2 


133892 AW859528 


Hs.301497 arginyltransferase 1 


0.9 


4.8 


133913 AU076964 


HsJ753 calumenln 


2.8 


10.5 


133914 AI458213 


Hs.77542 ESTs 


1.8 


5.6 


133917 AL031177 


HsJ75B . proteasome {prosome, macropain) 26S subti 


1.5 


6.6 


133947 L410S5 


Hs77810 nuclear factor of activated T-cells, oyt 


1.5 


3.8 


133986 M54968 


Hs.1 84050 v-Ki-ras2 Wrsten rat sarcoma 2 viral on 


0.9 


4.3 


133987 L15409 


Hs,1740D7 von Hippel-LIndau syndrome 


2.3 


4.3 


133989 AL040328 


HsJ8202 SWI/SNF related, matrix associated, acll 


3.3 


3.4 


133990 R48315 


Hs.7622 Homo sapiens mRNA; cDNA DKFZp564C1216 (f 


1.3 


.134029 BE150882 


Hs.143601 hypothetical protein hCLA-lso 


1 


6.5 


134040 NM_0Q347Q 


Hs78683 ublqultln spec* proteasB 7 (herpes vi 


1.7 


3.6 


134042 A1027B81 


Hs.7869 lysosomal 


1 


7,5 


134049 AF117236 


Hs78825 matrin3 


1.2 


4 


134095 NMJ04354 


Hs79069 cyolln G2 


2.7 


4,3 


134098 BE513171 


Hs.79086 mitochondrial ribosonal protein L3 


3.3 


2,1 


134207 Z43039 


Hs. 170 198 KIAA0009 gene product 


1.3 


3,5 


134210 AF035B06 


Hs.80019 programmed cell death 6 


1.7 


6.9 


134218 U77735 


Hs,80205 p!m-2 oncogene 


0.8 


5.3 


134270 X6B194 


Hs.80919 synaptophysln-llke protein 


1.4 


11.4 
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134277 NMJ04369 Hs.80988 collagen, type VI, alpha 3 2.6 3.5 

134280 NMJQ0712 Hs.81029 blliverdin reductase A 18 5.8 

13428B A1022650 Hs.8117 erbb2-3nteracting protein ERSIN 1.1 3,6 

134296 R00803 Hs.8128 phosphatidylserine decarboxylase 1,1 5.9 

5 134300 NMJ01430 Hs.8136 endDthellal PAS domain protein 1 0,5 4.8 

134310 AL037B00 Hs.8148 selenoprotein T 1,7 7.9 

134343 D50683 Hs.82028 transforming growth factor, beta recepto 0.8 7.6 

134364 X76534 Hs.82226 glycoprotein (transmembrane) nmb 2.2 3.6 

134374 N226B7 Ks.8236 ESTs 1.9 3.6 

10 134378 AL035786 Hs.82425 aefin related protein 2/3 complex, subun 1.5 8.3 

134382 DE512B56 Hs. 109051 SH3 domain binding glutamic acid-rich pr 1.1 3,6 

134415 AI750762 Hs.82911 protein tyrosine phosphatase type I VA, m 1.9 4.6 

134417 NM.006416 Hs.82921 solute carrier family 35 (CMP-slalic aci 1.2 7.5 

134421 AU077196 Hs.82985 collagen, type V, alpha 2 6.6 8.7 

15 134439 Z23024 Hs.1 38860 Rho GTPase activating protein 1 2 3.9 

134454 NWL013230 Hs,286124 CD24 antigen (small cell lung carcinoma 3.5 1.1 

134494 D86981 Hs,84084 amyloid beta precursor protein (cytoplas 1.5 4.4 

134501 W84869 Hs.211568 eukaryo'ic translation initiation factor 1.2 5.7 

134505 AW960673 Hs.177530 ATP synthase, H+ transporting, mitochond 1.3 3.9 

20 134520 BE091005 Hs.74861 activated RNA polymerase II transoriptio 1.8 4.3 

134528 M23161 Hs.B4775 Human transposon-like element mRNA 0.8 5,6 

134545 AI902899 Hs.85155 butyrate response factor 1 (EGF-response 1.4 5 

134553 AI203545 Hs.296169 S-phase response (cyctin-related) 0.8 3.9 

134573 NMJM6142 Hs.279617 steroid dehydrogenase homolog 1.3 5.7 

25 134576 AB033017 Hs.8594 KIAA1 191 protein 0.9 3.7 

134577 BE244323 Hs.85951 exportin, tRNA (nuclear export receptor 4 6.8 

134579 AW93692B Hs.85963 DKFZP564M182 protein 2.2 4,3 

134582 AA927177 Hs.86041 CGG triplet repeat binding protein 1 1.6 3.6 

134600 AF078859 Hs.86347 hypothetical protein 2.1 3.5 

30 134655 AF265208 Hs.123090 SWI/SNF related, matrix associated, actl 1.7 4.2 

134700 AK00D606 Hs.8868 golgl SNAP receptor complex member 1 4.4 0.9 

134737 D17530 Hs.89434 drebrin 1 3.1 1.6 

134762 T51986 Hs.283108 hemoglobin, gamma G 0.5 4.6 

134843 AA428620 Hs.90061 progesterone binding protein 1.3 3.7 

35 134854 J03464 Hs.179573 collagen, type I, alpha 2 " 8.7 17.3 

134865 AA587775 Hs.66295 multi-PDZ-domain-containing protein 17 4 

134868 AB020689 Hs.90419 KIAA0B62 protein 3.4 0.9 

134874 AI803761 Hs.90458 serine palmitoyltransferase, long chain 1.3 6.9 

134885 AJ002030 Hs.9071 progesterone mBmbrane binding protein 1.4 9.6 

40 134891 R51083 Hs.90787 ESTs 1 10.1 

134908 BE089782 Hs.9877 hypothetical protein 1.9 3.9 

134934 AFO05O43 Hs.91390 poly (ADP-ribose) glycohydrolase 1 4.3 

134970 SE560779 Hs.284233 NICE-5 protein 1.4 10.4 

134982 AK002085 Hs.92308 Homo sapiens cDNAFLJ 11 223 fis, clone PL 1.6 4.1 

45 135011 AB037835 Hs.92991 KIAA1414 protein 1.2 5.6 

135032 AW301984 Hs.173685 hypothetical protCTi FU12619 1.7 7.6 

135035 AL034344 Hs.284186 forkhead box C1 3.2 0.6 

135051 AI272141 Hs.63484 SRY (sex determining region Y)-box 4 4.2 '4.1 

135060 AK001887 Hs.259842 protein kinase, AMP-activafed, gamma 2 n 1.3 4.8 

50 135062 AK000967 Hs.93872 KIAA1682 protein 2 3.7 

135077 AW503733 Hs.9414 KIAA1488 protein 2.8 3.7 

135082 AB017363 Hs.94234 frizzled (Drosophila) homolog 1 2.4 4.8 

135107 T97257 Hs.337531 ESTs, Moderately similar to 138022 hypot 1.4 5.8 

135143 AA132813 Hs.69559 KIAA10SS protein 1.8 B.5 

55 ■ 135156 BE563088 Hs.9552 blnderof AriTwo 1,2 B.8 

135172 AB028956 Hs.12144 KIAA1033 protein 3.1 1.4 

135181 BE250865 Hs.279529 px19-llke protein 13 7.5 

135222 AA534009 Hs.1 83487 Interferon stimulated gene (20kD) 1.3 3.8 

135232 AL038B12 Hs.96800 ESTs, Moderately similar to ALLOUMAN A 2.1 3.9 

60 135289 AW372569 Hs.9788 hypothetical protein MGC10924 similar to 0.9 8.4 

135290 AA331901 Hs.184736 hypothetical protein FLJ10097 1 3.8 

135291 T83882 Hs.97927 ESTs 12 3.5 
135349 AA1 14212 Hs.9930 serine (or cysteine) proteinase inhibito 2.6 8.9 
135357 AI565004 Hs.79572 calhepsin D (lysosomal aspattyl protease 2.5 5.4 

65 135398 M16029 Hs.267270 ret proto-oncogene (multiple endocrine n 0.4 7.9 

135399 W79431 Hs.326249 ribosomal protein L22 15 4.5 

135400 X78592 Hs.99915 androgen receptor (dihydrotestosterone r 3.2 1.8 
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5 303150 
310125 



AW1 76909 
AW673106 
AW0810&1 
AA887146 
M147979 



Hs.224410 
Hs.42346 
Hs.151945 
Hs.103180 
Hs.8217 
Hs.235005 



319429 BE616412 

320591 AA054761 
10 406779 M412048 

410691 AW239226 

410763 AF279145 

415738 

4201 B6 
15 422055 

425B15 

426218 



427466 
427506 
427723 
428673 
430219 
430450 



437667 
437754 
440252 
441471 



AW601325 

X99209 

R23553 

BE395875 

BE407127 



BE616412 

R60366 

BE513940 

AL042986 

BE281316 

H51066 



Hs.295953 
Hs.95697 
Hs.1 11029 
Hs.337531 
Hs.168005 
Hs.177656 
Hs.7678 
Hs.178761 
Hs.279789 
Hs.324278 
Hs.235887 
Hs.241489 
Hs.279609 
Hs.8997 
Hs.5683 
Hs.286218 
Hs.5822 
Hs.6101 
Hs.7857 
Hs.47334 
Hs.23581 



RC_H15847_s 

RCJV84712 

X14008_ma1J 

RCH86543J 

HD7011 

RCLAA164586„s 
RC_M070485 
RCH9B714 s 
RC_AA406145_f 



AA031548 
X02761 

RC_M487193 

R25326 

RC_AA393805 

RCJW449333 

RC_M287681_s 



Homo sapiens cDNA FU12843 Us, done NT 3.6 

calclneurln-binding protein caisarcln-1 3,3 

mitochondria! ribosomal protein L43 0.9 

DC2 protein 3 

stromal antigen 2 6.2 

mitochondrial import receptor Tom22 1.2 

protein kinase, cAMP-depandent, regulate 1 

junctional adhesion molecule 1 1.5 

kasyopherin alpha 1 (imporiin alpha 5) 1 .2 

CGI-39 protein; cell death-regulatory pr 1 .3 

reticulon4 1.2 

hypothetical protein FLJ21 776 2 

ESTs, Weakly similar to AF220049 1 uncha 1 .3 

liver-specific bHLH-Zip transcription fa 1,5 

putative heme-birsding protein 2 

ESTs, Moderately similar to I3&022 hypot 1 .7 

HomD sapiens cDNA FU 13372 fis, clone PL 3.3 

calmodulin 1 (phosphorylase kinase, delt 1 .3 

cellular retinoic acid-binding protein 1 1.1 

26S proteasome-associated pad1 homoiog 3.2 

histonedeacetylase3 2.8 
Homo sapiens mRNA; cDNA DKFZp566fVlQ63 (fr 

HMT1 (hnRNP methyltransferase, S. cerevi 1 .8 

hypothetical protein 1.1 

mitochondria; carrier homolDg 2 1.5 

heat shock 70kD protein 1 A 1.3 

DEAD/H (Asp-Glu-Ala-Asp/His) box polypep 1.6 

junctional adhesion, molecule 1 1,3 

Homo sapiens cDNA: FLJ221 20 fis, clone H 2 

hypothetical protein MGC3178 1.1 

erythrocyte membrane protein band 0.5 

hypothetical protein FLJ14495 2.5 

leptin receptor gene-related protein 1 .1 

hypothetical protein FU10706 1.4 

matrix Gia protein 4 

v-maf musculoaponeurotlc fibrosarcoma (a 0,8 

peptidylproiyl lsomerase B (cyclophllin B) 1.8 

calurnenin 3.5 

lysozyme (renal amyloidosis) 0.9 

ESTs 1.8 

ESTs; Weakly similar to SAS [KsapiensJ 1 .8 
ESTs 

Homo sap'ens clone 23957 3.4 

ESTs 1.6 
ESTs 

SRY (sex determining reg ion Y)-box 4 3.4 
cell division cycle 42 (GTP-bindlng protein; 25kD> 

flbronectin 1 3.6 

secreted frizzied-related protein 4 4.7 

Homo sapiens mRNA for putative vacuolar 0.9 

ESTs; Weakly similar to {defline not 1.1 
ESTs 



8.4 
4.6 



RCC14243J 
R21443 
RC_AA251902 
M2112U 
C00038„s 
Y005O3 
RC R27006J 
RC_AA416886 
RC_AA460450 
■ RC_AA486433 
RCJW278400J 
U28831 
RC_AA199588 



ESTs 

ESTs; Highly similar to heal shock factor 1 .4 5 

ESTs; Highly similar to heat shock factor 1.7 5 

ESTs 1.6 3.7 

Homo sapiens lysophospholipase(LPU) 2.2 3.8 

small inducible cytokine A5 (RANTES) 0.9 9.9 

ESTs 2!8 4.8 

keratin 19 3,1 1.1 

ESTs 1.6 3.7 

ESTs; Weakly similar to predicted using 3.1 3.1 . 

fibroblast growth factor receptor 2 (bacteria- 1.5 3.7 

ESTs; Weakly similar to deduced amino acid 1.1 4 

Homo sapiens HRIHFB21 15 mRNA; partial cds 

Human protein immune-reactive with anti-PTH4.4 0.6 

Homo sapiens actin-related protein Arp3 (ARP3) 1.8 4.7 
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AF006082 


Homo sapiens actin-related protein Arp2 (ARP2) 


1.6 


10,9 


RC_HS0899 


desmoplakln(DPI;DPil) 5.4 


5.5 




RC W95070 


dBsmoplakin(DPI;DPII) 5 


2.6 




RC T9Q946 f 


Human mRNA for KIAA263 gene; complete cds 


1.1 


3,9 


DS7258 


protease; serine; 1 1 (IGF binding) 2.4 


3.5 




AA313414„s 


ESTs; Weakly similar to cDNA EST EMBLT1 157 


1.5 


5,3 


RCJH73484_s 


ESTs, Wt^cm pi > Millar to feit 1.3 


6.3 




AFFX-HUMISGF3A/M97935 3 


2.3 


13.5 


AFFX-HUMRGEMIQ098_5 1,1 


7.9 




AFFX-M27B30J 




0.5 


7,4 


AFFX-M27830 5 




0.6 


' 5,4 


RCJW063431J 


ESTs 


0.8 


4.1 


RC_T83769J 


ferriUn; light polypeptide 1.1 


3.7 . 
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TABLE 8A 



Table 8A shows the accession numbers for those pkeys lacking unigenelD's for Table 8. For 
5 each probeset, we have listed the gene cluster number from which the oligonucleotides were 
designed. Gene clusters were compiled using sequences derived from Genbank ESTs and 
rnRNAs. These sequences were clustered based on sequence similarity using Clustering and 
Alignment Tools (DoubleTwist, Oakland California). The Genbank accession numbers for 
sequences comprising each cluster are listed hi the "Accession" column. 

10 

Pkey: Unique Eos probeset identifier number 

CAT number: Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT number Accessions 

108469 116761J AA079487AA128547 AA128291 AA079537 MQ79600 
20 125076 190299J AA973971 T88817 AA253263 

114636 109698J AA075488 AA129081 M074851 AAOB2852M074732AA084908 AAQ84751 AA076042 AA131172 AA085374 AA079519 
AA074510 AA1 13824 AA102437 AA070633 M070143 AA084693 AA084389 AA076373 AA075492 AA062B34 AA084335 
AA078829 AA079344 AA069916 AA079275 M070914 AA654069 AA081976 M080957 AA0B31 15 AA070942 AA0852S6 

123526 genbankAA608657 AA608657 
25 123533 genban!<_AA603751 AA60B751 

125090 genbank_T91516 T91518 

125154 genbank_W38419 W38419 

118475 genbank_N66S45 N66845 

118505 genbank_N67343 N67343 
30 101046 entrez_K01160K01160 

129982 221J67 Z14221 AW3B1862M97920AW401444Z68542M29470AW406502X61011 M34024 AA327072 Z14166 Z14167 Z14165 

AW403806 Z14200 AA383972 Z14205 Z14201 M18513 Z14202 AW403684 X14584 AF062221 U43760 X65892 X65883 X62107 
Z80847 X65885 X65893 AF062142 X65891 X17B75 Z47274 Z47277 Z47276 X65888 Z47275 X62109 AF062140 L01278 
AF062134 AF062139 X81723 Z80840 X81733 X81743 X81744 X81732 Z80G43 AW402942 AW403516 X65919 AF062190 
35 AF062177 AF062222 AF0621 15 Z47240 AF062263 AF062261 AF062223 AFC6221 1 Z47238 AW401714 AW404008 AW404991 

AF062280 M99595 Z47214Z47232 Z47218 M26995 AF062184 X65895 L38433 X81731 Z11946 Z47228 AF062205 AF174012 
L01276 AF082168 AF06213S X81755 X81748 AF174019 AF062285 L06924 L11699 AW402665 L09070 L28049 L08090 
AW407843 Z14171 AW402S44 L08083 AW405627 L33035 L26907 M17750 L28052 M177S1 AJ239360 U19885 L14821 X5652S 
AB014341 L12087 L12098 U68231 L12134 AF062242 AF022000 U64499 U00570 A1268604 Y15773 X64239 X62969 U00506 
40 X73605 X99360 U0C577 D83677 AB021539 AF03579B Z33899 U005B8 AJ239353 AF174062 Z33901 X9B899 AF17405B X630BO 

D83676 AB021529 Z18318UQ0488 L01412 XB1746 U21262 U21272 U00560 AF174060 U00547 U00561 Z18321 S73957 
M26435 AFt15130 AF115117 Z92B96 U21254 Z92695 AF115112 AF0B22S0 T2B93B YD9366 AF174067 U27189 Y09384 
U77373 AF174057 M17749 X69692 AF174036 U64478 U644B6 AF174093 X9935S AF174077 AF174083 AF174089 AF015133 
AF127792 AJ006171 U00510 U58144 AF004323 AF115109 AF004324 AF015130 AF090414 AF0S0418 AB021536 AB021519 
45 Z96957 AF021986 Z92898 ZS6956 L34164 AF062251 AF052524 U00549 U00541 DS3S87 AF052522 AF0B7420 AF052520 

AF022011 L43085 U00536 L19915 L43083 AF090420 AB021530 AB021534 Z96955 Z96954 Z33903 X62964 AF103282 UO0509 
AF06229B AF062289 AF062307 AW408326 L33037 L04337 L04328 X81742 L04336 L03385 AF032350 S56184 AFD62191 
AF191092 AI906954 AF103184 L04343 AW364860 AF001424 AF103163Z98717 AF103143 AJ008250 L04323 AF103321 
AF1O3335 LO4342L03818L03817AW404978AW403KI0U86801 AF10^1 IAJC 1A 7 I ^7AF103115 
50 AF01745B AJ008207 AJ008183 AJ00B19SAJ008241 AJO082O8 AF103210 AF068666 AF068670 AFD68671 AF0G8G64 

AF068669 AF068666 AF068665 AF06B672 AW371244 AW403670 AW408074 AW404575 AW3S21 53 AW403B03 AW406702 
AW351514 D78345 T29140 J00231 NKU302179 AW405146 AA301091 X04646 H64B60 AW402990 AW40B534 T93007 
A1857980 AW368899 A1905833 AW4065B6 AA482084 AI872299 AA715266 AW404328 AI831674 AI709348 AA603112 
AW514864 AA485775 H64492 AW404789 AA487630 M715498 AA295885 T27513 TS8113 
55 108470 genbank_AA079500 AA079500 

101447 enlrez_M21305 M21305 

124447 genbankJMBOOO N48000 

101624 entrez_M55998 M55998 

131791 221 260 X62111 S67984 AJ131056 Z47243 Z47235 AF062268 Z47237 Aj1310S8 AF032130 AF062282 X6210B AA3859B9 AA464794 
60 ~ X69861 AW402964 M90S08 Z98735 Z98734 Z9B736 AF03501 8 X791 6 1 U00545 AF174046 AF174071 U00552 U962B8 

AF021989 AF062255 AF174061 S73953 AF062135 AF0621 56 XS4147 (J00555 AF174070 AF1 29754 U86789 Z98714 Z98738 
S75B8S AJ008175 AJ008186 AJ008188 Y08403 H15753 H22208 AA327241 AW405737 H42300 H39677 H2B239 H2B903 
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H45128 R86072 AA327565 AI660584 AW361537 AW3B3759 S71043 H1S014 H45570 H42319 H45523 H45134 R72043 
H24543 H27636 H27610 T28147 H25496 AW364Q71 AW364072 H45561 H45556 H426Q5 AI735D17 T47421 R48719 H27570 
H44599 AI45959B H42347 H41938 H24993 AA345888 H22339 A1538691 AJ012264 AA6642Q1 AI680450AA327310 AI991250 
AI833Q23 AW00121 0 AI956075 H304B7 AA326915 H41943 AI7492S6 AI744441 AA327377 AWS1232S A1735170 H01834 
AIS87047 AIS71623 AA3274BS M327103 AA327195 AA326973 T28143 

124342 217726J R56485 R37248 R59992 

1D3758 AA084B74_La! AA084874J 

130064 221 JS4 X57815 L29157 AA36744B AW328098 AW404536 L29156 L29163 H27683 R83195 AA29S096 AW327822 H2S458 AW404692 
X57619 X57823 AW405604 AW404447 Z34914 AW406542 M427726 M604389 AW40S606 AW405918 AW4051 17 
AW407182 L03632 AW405058 L03627 AW407470 R72738 L21959 AW37573B X87838 AF124166 AF054638 AJ241406 
U09902 AW405284 M12025 AA36D219 L03B31 L03629 AW327727 AF194810 AF05B076 AF194B86 AF063774 AF063737 
AF063755 AF053740 AF063739 AFDB3738 S73129 L43088 AF063775 L33026 AF06013B AF1 94B1 3 AF1 9481 2 AF1 94811 
AF194B09 AF194814 AF1948D8 AF064505 AF0645O3 AF063765 AF063757 AF063752 AF063716 AF063736 AF194806 
AF058077 AF053747 AF063772 AFQB3781 AF0B0137 AF194805 AF060134 AF0BO132 AF058074 AFDB3754 AF063704 
U38589 Z18332 AF060122 AF194807 AF060135 AF064506 AF064504 AF063773 L2G540 AF068072 AF060131 AF06450Q 
AF06013B AF064513 AF194683 AF194711 AF055075 AF063717 Z19546 AF194581 X72746 U96393 U09890 X9B897 
AF194592MBO916AJ241405AF194632AJ388659AF194625 Z74694 AF1 94588 AF194601 U09901 U09911 U09892 
AJ01033S AJ006162 AJ249377 AJ241414 AA327392 U97248 X72747 246350 X95739 AW406701 AJ243109 AF194609 
S80758 AF194595 AF1945S6 L22483 Z702B2 D84141 AW40575B AFC01788 AF 194580 D84143 U76684 AF194593 L03630 
X37892 X91 1 34 U21249 Z4B346 AJ132426 AF103659 AJ233718 AF021038 AJ233727 H24657 U09382 S75627 AA573599 
AF047231 AF047232 AF1D3616 AW404484 Z46B48 S7B132 AF103663 AF103713 Y17940 AF047216 AF103595 Y1795B 
AF052799 AF052797 AF0528O2 AF052798 AF052801 AF052794 AF052796 AF04721 8 AF052800 AF047217 AF052795 
AF032351 AF103701 AF1D3708 AF103710 AF103706 S52232 AF103645 AF103832 AF103647 AF103B44 AF103640 
AF103692 AF093581 AF103620 AW405934 AI445389 AW383753 M360258 AF099676 H21654 H39501 AI820828 H53689 
W26785AW384496AW4Q770BAA541663AA911602AI821461 AA5883D3 AA327050 H42717 AI9512B0 AA421322 AI923193 
AA664302 H251 33 DB7023 J0301 1 M61771 D87017 AA526B65 AA253450 

130232 18831 2 U29463 U06715 W24970 AA5B4303 T39581 AA155603 M305043 AA429426 W05664 AA1023B2 AA482044 W24487 AA31906O 

T8B946 F1010S M232161 AA2431 17 AA158937 AA100864 

109097 genbankjHA167512 AA167512 
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TABLE 9: Figure 9 from BRCA 001-2 US 

5 Table 9 depicts a preferred group of genes upregulated in tumor tissue compared to normal 
breast tissue. 



Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number, Geribank accession number 

UnigenelD; Unigene number 

Unigene Title: Unigan.e gene title 



15 Pkey ExAccn UnlgeneiD UnigeneTitle 



100690 
102211' 
103587 
20 104115 



25 106373 
106414 
110009 
111900 
114540 

30 116470 
117260 
119771 
121723 



35 



AA3B3256 Hs.1657 
BE314524 Hs.76776 
BE270266 Hs,B2128 
AF183810 Hs.26102 
AW503733 Hs.9414 
AW602166 Hs.222399 
AI590536 Hs.29403 
AA425414 Hs.33287 
AW503807 Hs.21907 
BE568205 Hs.28827 



131148 
'32371 
134169 



AF1317B4 Hs.25318 

AI904232 Hs.75323 

AI272141 Hs.83484 

M18217 Hs.172129 

AI905687 Hs.2533 

AA243499 Hs.1 04800 

BE387335 Hs.283713 

AW953575 Hs.303125 

AA235448 Hs.46677 

AI690916 Hs.178137 

AL049987 Hs,166361 

AL133619 Hs.29383 



estrogen receptor 1 



5T4 oncofetal trophoblast glycoprotein 

opposite strand to trichorhlnophalangeal syndrome 1 

KIM1488 protein 

CEGP1 protein 

hypothetical protein FU22060 

nuclear factor t/B 



mltogen-actlvated protein kinase kinase kinase 2 

ESTs, Weakly similar to A43932 mucin 2 precursor, Intestinal 

Homo sapiens clone 25194 mRNA sequence 



hypothetical protein FLJ10134 

ESTs, Weakly similar to S64054 hypothetical protein YGL050W 
p53-induced protein PIGPC1 



Homo sapiens mRNA; cONA DKFZp564F112 
Homo sapiens mRNA; cDNA DKFZp434 
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TABLE 10: Figure 10 from BRCA 001-3 PCX 

5 Table 1 0 depicts a preferred group of genes upregulated in tumor tissue compared to normal 
breast tissue. 



Pkey: Unique Eos pn 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unlgene number 

Unlgene Title: Unigene gene title 

R1 : Ratio of tumor to normal body tissue 
R2: Ratio of SO" 1 percentile tumor to body 

R3: Ratio of 75" percentile body to tumor 

R4: Ratio of tumor to no 



40 



Pkey ExAccn UnigenelD 


Unigene Title 


R1 


R2 


R3 


R4 


100082 AA1 30080 Hs.4295 


proteasome {prosome, macropaln) 26Ssubu 










100103 AA380887 Hs.5035 


dollchyl-phosphate mannosyliransferaso p 


OS 


m 


ii 


B 


100131 D12485 Hs.11951 


ectonucleot'depyrophosphatase/phosphodi 








9.9 


100147 D13666 Hs.136348 


osteoblast specific factor 2 (fasciclin 




imn 


Kfi 




100154 H60720 Hs.81892 


KIAA0101 gene product 


4.1 


320 


78 


10.6 


100157 D14661 Hs,119 


Wilms' tumour 1-associating protein 










100189 AL037228 Hs.82043 


D123 gene product 










100203 -BE242284 Hs.172199 


adenylate cyclase 7 


4.7 


47 






100210 D26361 Hs,3104 


KIAA0042 gene product 


4.7 








100219 AW972300 Hs.118110 


bone marrow stromal cell antigen 2 




350 


93 


19 


100234 D29677 Hs.3085 


KIAA0054 gene product; Hsllcase 


4.1 


64 


16 


3 


100248 NMJ)15156Hs.78398 


KIAA0071 protein 


3.4 


77 


23 


5.9 


100252 NM.0D8207Hs,170040 


platelet-derived growth factor receptor- 


4.5 


45 


4 


4 


100280 D38491 Hs.322478 


KIAA01 17 protein 


5.9 


59 


1 


2.6 


100279 D42084 Hs.82007 


KIAA0094 protein 


3.5 


96 


28 


1.3 


100286 BE247550 Hs.86859 


growth factor receptor-bound protein 7 


3.1 


305 


98 


1.5 


100294 AA331881 Hs.75454 


paroxiredoxm 3 


12.8 


128 


1 


11,7 


100335 AW247629 Hs.6793 


platelet-activating factor acetylhydrola 


4.2 


1B7 


44 


5.4 


100363 AI878927 Hs.79284 


mesoderm specific transcript (mouse) ham 


4.5 


129 


29 


3.1 


100375 D80004 Hs.75909 


KIAAQ182 protein 


3.5 


73 


23 


4.8 


100409 DB6957 Hs.80712 


KIAA0202 protein 


10.2 


1G2 


1 


4.8 


100410 D86961 Hs.79299 


lipoma HMGIC fusion partner-like 2 


4 


40 




3.8 


100414 NMJ14735Hs.82292 


KIAA0215 gene product 


3.2 


32. 


2 


2.9 


100418 D86978 Hs,84790 


KIAA0225 protein. 


3.6 


36 


7 


3.2 


100438 M013051 Hs.91417 


topoisomerase (DNA) II binding protein 


5.6 


76 


14 


2 


100439 M347720 Hs.122669 


KIAA0264 protein 


3.5 


35 


9 


3.1 


100448 AF234887 Hs.57652 


cadherin, EGF LAG seven-pass G-type rece 


5.5 


145 


27 


2,2 


100449 D87470 Hs.75400 


KIAA0280 protein 


3.4 


34 


1 


1.2 


100522 X51501 Hs.99949 


protactin-induced protein 


22,7 


760 


34 


1.4 

4.7 


100552 AA019521 lls.301946 


lysosomal 


14.4 


144 


9 


100B43 NM OO5032HS.4114 


plasUn 3 (T isofofm) 


4.1 


259 


63 


1.9 


100561 BE623001 Hs.132748 


Homo sapiens ribosomal protein L39 mRNA, 


3.3 


116 


35 


2.2 


100866 L05424 Hs. 169610 


CD44 antigen (homing function and Indian 


6.5 


85 


1 


3.2 


100667 L05424 Hs.169610 


CD44 antigen (homing function and Indian 


3 


594 


201 


2.3 


100745 BE207168 Ks.14463Q 


nuclear receptor subfamily 2, group F, m 


5 


82 


.17 


0,9 


100774 J05581 Hs.89603 


mucin 1, transmembrane 


3.5 


37 




2,8 


1007B3 AF078847 Hs.191356 


general transcription factor II H, polype 


9.7 


97 


10 


7,2 


100821 M26460 


gb:Homo sapiens (clone 104) retinoblasto 


3.3 


33 


1 


0.8 


100BE4 BE563957 Hs.74861 


activated RNA polymerase II transcriptio 


3.7 


477 


130 


3.1 


100B77 X80821 Hs.27973 


KIAA0874 protein 


6.3 


63 


4 


5,7 


100892 BE245294 Hs.1807B9 


S164 protein 


4.7 


47 


1 


4,2 


101038 BE297139 Hs.79411 


replication protein A2(32kD) 


3.8 


115 


30 


7.1 


101046 K01160 


NM_002122:Homo sapiens major histocompat 


3.9 


390 


100 


11.1 


101079 BE264901 Hs.250502 


carbonic anhydrase VIII 


3.9 


3S 


e 


3.6 
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101084 AW409934 Hs 7552B 












101104 AW862258 Hs 169266 


neuropeptider receptor y i 










101185 NIVL0O1 621 Hs 170087 




11 3 


113 


g 


3 9 


101168 L2032Q Hs.1 84298 


c\r'ln-decendentklnase°7 (homoloa ofXe 


3 1 


118 


38 




1 01 201 L22524 Hs.2256 


matrix metalloDrotelnase 7 (MMP? ulerin 


82 


396 


48 


0.9 




AUF-n osyla 'on actor- iKe 




Iq 






101275 BE545277 Hs.3273 




42 




12 


4.4 


101300 BE535511 Hs.74137 




66 


135 


21 


13.1 


101396 BE267931 Hs.78996 


r ' ir ]| S f m .jVr'" ' l° m ^ ropn 


64 


249 


39 


22.4 




gb.hiiman a.pna satellite and satellite 6 










101448 NM 000424Hs 195650 




• 4ft 


622 


130 


07 


101470 NlvL.000546Hs.1846 


tyTio'rDrote'riD' : 3 (LI ^rtswXomel 


51 


97 


19 


93 


1 01478 N M_QQ289DHs.758 












101484 AA053486 Hs.20315 


I t rfernn^d I T t f w'lhlt t 3 


112 


112 


0 


59 


101507 X16B95 Hs 82112 




' 








101621 BE391804 Hs 62661 


"uanv^ t "b' ° r ' ( - 1 interferon 




3" 




26 


101624 M55998 


H9A W f 3 f \ 00 h" A 6 9en3 ' 










101664 AA436989 Hs 121017 






im 


1 


84 


101684 M63256 Hs 75124 


c^be^d^Meralfon rented protein 


fid 


R4 






101724 L1189D Hs620 


bullous pemphigoid antigen 1 (230/240kD) 










101754 S70114 Hs. 239489 


TIA1 cytotoxic granule-associated RNA-bi 


if 








101767 M81057 Hs 180884 


carboxypeptic'ase B 1 (tissue) 


3.6 


8?4 




, 


101791 MB3822 Hs.62354 






144 


Ifi 


13 




putative opioid receptor, neuromedin K ( 










101BD3 AW024390 Hs.155691 




54 


180 


34 


15 9 


1 01 B09 M86849 Hs 323733 












101839 AA446644 Hs.692 


GA733 2 l a n ^ r0 ' elni £ 1' 1 Iv d tin 


11 


3"3 


11" 


28 


101888 AL049S10 Hs 95243 












101980 AL036287 Hs 194662 


caiponin j, acidic 






I, 




102009 BE245149 Hs 82643 


protein tyrosine Kinase 9 




UP, 




11 ■? 


102095 U11313 Hs 75760 


stero can er pime n 






4 




102123 Nf\4_001809Hs 1594 


syvl^sferase 5111 




42 




14 


102125 NM 006456HS.288215 


S3 


93 


. 




102139 NMJ)04419Hs 2128 












102162 AA450274 Hs.1592 


CDC16 (cell division cycle 16, S, cerevl 


4 6 


151 


33 




102165 BE313280 Hs.1 59627 




93 


S3 


- 




102193 AL036335 Hs.313 


secretedTh^s'ohoDrotein 1 (osteooontln 


45 7 


457 




39 7 


102211 BE314524 Hs 78776 












102221 NM 006769Hs.3844 


IM domafnonlv 4 ranepm 


49 


49' 






102242 U27185 Hs,B2547 


tinoic acid receDtor resoonder (t' ■ ■ 


31 


31 




13 


102258 NM_001546Hs.34853 












102302 AA306342 Hs.69171 


orotein kinase C like 2^ ' ° minan ne!J 


45 


45 




36 


102304 AF015224 Hs.46452 


mammaatobin 1 


85 


2058 


243 


1,4 


102348 U37519 Hs,B7539 












102369 U39840 Hs.299867 


h oatocvfa nuclear fart r t Tl/' m ^ 


67 


B7 


Q 


63 


102407 AW602154 Hs 82143 












102409 BE300330 Hs 118725 


plenoohosch t svntMa a - rallS 




111 


34 


75 


102457 NM 001394Hs 2359 


P8,C (L 3 o "* rl 






? 




102544 NM_003937Hs 169139 


i jc L nu nir r\ 




jj* 




15 


102567 U63830 Hs 146847 




a? 






68 


102580 U60608 Hs.152981 












102818 AL037672 Hs,81071 


extracellular matnx protein 1 


10.2 






„" 


102638 U67319 Hs 9216 






rr 


IT 




102669 {j7^07 2270 Hb!s9279 5 














eyes absent (Drosophila) homolog 2 


4^5 


45 


1 


U 


102742 U79293 Hs. 159264 


Human clone 23948 mRNA sequence 


4.1 


41 


1 


2.4 


1027B4 UB5658 Hs,6179S 


transcription factor AP-2 gamma (activat 


4.4 


255 


5B 


1.6 


102805 U90304 Hs.25351 


iraquois homeobox protein 5 


3.6 


142 


39 


1.6 


102313 BE242035 Hs.151461 


embryonic ectoderm development 


3.5 


35 


1 


2.7 


102823 D8539Q Hs.5057 


carboxypeptidase D 


5.6 


56 


1 


£.3 


102825 BE262386 HsJ137 


clones 23B67 and 23775 zinc finger prate 


4.2 


42 


7 


3.7 


102B99 AI815559 Hs.75730 


signal recognition particle receptor ('d 


3.2 


58 


18 


5 


102913 NMJ)02275Hs.B0342 


keratin 15 


5.B 


753 


131 


0.4 


102927 BE512730 Hs.35114 


keratin 18 


3.1 


815 


255 


1.7 


102951 AL1 19505 Hs.198166 


activating transcription factor 2 


3.2 


32 


4 


2.6 


102968 AU076611 Hs.154672 


methylene tatrahydrofolate dehydrogenase 


5.7 


251 


44 


6.6 


1O3D03 AI910275 Hs,1406 


trefoil factor 1{pS2) 


5,6 


1346 


239 


£.4 
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103023 AW50047O Hs.1 17950 


multifunctional polypeptide similar to S 


5.8 


218 


38 


13 


103024 NM_002343Hs,105938 


laciotransferrirs 


3.7 


1421 


3SS 


1,9 


103036 M13509 Hs.83169 


matrix meta'loproteinase 1 (MMP1; Inters 


3.1 


94 


30 


5.8 


103038 M926980 Hs.3348B3 


CDC28 protein kinase 1 


3.5 


332 


94 


3,1 


103119 X63629 Hs.2B77 


cadherln 3, type 1, P-cadherin (placenta 


4.8 


312 


65 


309 


103134 X65724 Hs.2B39 


Noirie disease (pseudoglioma) 


5.2 


331 


54 


1.5 


103134 X65724 Hs.2B39 


Norria disease (pseudoglioma) 


4.9 


49 


5 


3,8 


103171 AW583058 Hs.234726 


serine {or cysteine) proteinase Inhibito 


3.3 


1497 


453 


2.1 


103206 X72755 Hs.77367 


monokine induced by gamma interferon 


3.5 


7S6 


22S 


3.2 


10320B AW411340 Hs.31314 ' 


retlnobfastama-blndlng protein 7 


5.6 


191 


34 


3.5 


103226 X75042 Hs.44313 


v-rel avian reticuloendotheliosis viral 


4.1 


53 


13 


4.9 


103333 AA206186 Hs.79889 


monocyte to macrophage differentiation-a 


3.4 


34 


3 


2.3 


103348 X87B13 Ks.5464 


thyroid hormone receptor coactivating pr 


3.9 


43 


11 


1 


103352 H09366 Hs.78B53 


uracif-DNA glycosylase 


9.3 


93 


8 


8,2 


103375 NM_005982Hs.54416 


sine oculis homeobox (Drosophila) homolo 


9.7 


97 


1 


9.3 


103376 AL036166 HS.32337B 


coated vesicle membrane protein 


6.3 


98 


16 


9.1 


103391 X94453 Hs.1 14366 


pyiroline-5-carboxylate synthetase (glut 


4.3 


77 


18 


7.2 


103438 AW1 75781 Hs.1 52720 


M-phase phosphoprotein 6 


4.9 


153 


31 


2.4 


103453 AI878922 Hs.1 80139 


SMT3 (suppressor of mif two 3, yeast) ho 


4.9 


261 


53 


3.7 


103471 Y00815 Hs.75218 


protein tyrosine phosphatase, receptor t 


3.5 


564 


162 


1,7 


1O3500 AW4Q80Q9 Hs.22580 


alkylglycerone phosphate synthase 


3.9 


49 


13 


2,5 


103557 AL133415 Hs.297753 


vimentln 


7.5 


138- 


13 


3.4 


103587 BE270266 Hs.82128 


5T4 oncofetal t/ophoblast glycoprotein 




79 


2 


6.9 


103605 8E409838 Hs.194657 


cadherin 1, type 1, E-cadherin (eplteli 


3.3 


745 


229 


1.8 


103606 AW403814 Hs,41714 


BCL2-associated athanogene 


3.2 


41 


13 


2.8 


103613 NM_000346Hs.2316 


SRY (sex determining region Y)-box 9 (ca 


7.3 


73 


1 


5.2 


103658 NMJ0QO88HS. 172928 


collagen, type 1, alpha 1 


3.8 


1612 


429 


3.1 


103666 NMU303528H3.2178 


H2B histone family, member Q 


3.2 


32 


s 


2.8 


1039BB AA314389 Hs.42500 


ADP-ribosylaiion factor-like 5 


3.2 


32 


9 


2.7 


103990 AB033112 Hs.42179 


bromodomaln and PHD finger containing, 3 


4,9 


49 


1 


4,2 


104052 NM_002407Hs,97644 


mammaglobin 2 


7.2 


498 


69 


9.3 


104115 AF183810 Hs.26102 


opposite strand to frichorhinophalangea! 


29 


290 


1 


26.8 


104129 H63349 Hs.98806 


hypothetical protein 


3.7 


37 


7 


2.1 


104146 AW880614 Hs.146381 


RNA binding motif protein, X chromosome 


5.2 


52 


1 


4.3 


104147 BE081342 Hs.283037 


HSPC039 protein 


8 


84 


11 


6.3 


104209 AB012113 Hs.16530 


small inducible cytokine subfamily A (Cy 


5.8 


53 


1 


3.2 


104239 AB002367 Hs.21355 


doublecortin and CaM klnase-like 1 


6.4 


64 


8 


3 


104278 AW583693 Hs.109253 


N-terminal acetyltransferase complex ard 


4.7 


229 


43 


7.9 


104309 AI337300 Hs.284123 


hypothetical protein MGC4604 


3.2 


32 


7 


2.4 


104394 AA129551 Hs.172129 


Homo sapiens cDNA; FLJ21409 fis, clone C 


5.3 


144 


27 


13.1 


104432 X51501 Hs.99349 


prolactin-induced protein 


6.9 


1494 


218 


1.3 


104558 R56678 Hs.88959 


hypothetical protein MGC4816 


7.7 


77 


8 


6.9 


104567 AA040620 Hs.5672 


hypothetical protein AF 1 40225 


3.7 


37 


S 


2,5 


104590 AW373062 Hs.83623 


nuclear receptor subfamily 1 , group I, m 


6.1 


493 


61 


0.7 


104602 H47610 


gb:yp75f03.s1 Scares fetal liver spleen 


3.8 


38 


4 


1.2 


104613 AF123303 Hs.24713 


hypothetical protein 


4.8 


231 


49 


7.3 


104633 H00620 Hs.30977 


ESTs, Weakly similar to 834087 hypotheti 


3.4 


154 


46 


3 


104636 R82252 Hs.106106 


protein kinase (cAMP-dependent, catalyti 


5 


468 


94 


4.7 


104660 BE298665 Hs.14846 


Homo sapiens mRNA; cDNA DKFZp564D016 (fr 3.8 


82 


22 


3.1 


104667 AI239923 Hs.3O098 


ESTs 


14.9 


149 


1 


6.4 


104766 BE244072 Hs.20815 


macrophage erythroblast attacher 


6.3 


165 


26 


3.2 


104787 AA027317 


gb:ze97d11.s1 Soaresjefal heart_NbHH19W 


3.8 


40 


11 


3.8 


104804 AI858702 Hs.31803 


ESTs, Weakly similar to N-WASP [H,saplen 


7.7 


77 


1 


5.1 


104807 AI13905B Hs,125790 


leucine-rich repeat-containing 2 


7 


70 


1 


6.5 


104846 AI250789 F&3247B 


ESTs 


4,7 


2D1 


43 


4.5 


104896 AW015318 Hs.23165 


ESTs 


7.4 


74 


1 


6 


104919 AA0268BO Hs.25252 


prolactin receptor 


3,9 


280 


72 


3,3 


104926 BE298808 Hs.33363 


DKFZP434N093 protein 


4.2 


135 


32 


4 


104943 AF072873 Hs.1 14218 


frizzled (Drosophila) homoiog 6 


16,2 


162 


1 


4,2 


104968 AI249502 Hs.29669 


ESTs 


3.8 


33 


1 


2.4 


104977 AI392640 Hs,18272 


amino acid transporter system A1 


3.2 


522 


165 


1,9 


104997 AA1216B6 Hs.10592 


ESTs 


3.2 


32 


4 


2.9 


105029 AI122691 Hs,13268 


ESTs 


3.7 


157 


43 


3.6 


105038 AW503733 Hs.9414 


K1AA1488 protein 


5.5 


55 


1 


5,2 


105041 AB037716 Hs.26204 


K1AA1295 protein 


10.3 


103 


1 


3,9 


105086 AA148710 Hs.79914 


lumfcan 


6.6 


66 


1 


5.4 


10508B H58589 Hs.35156 


Homo sapiens cDNA FLJ11027 fis, clone PL 


3.1 


31 


1 


2.5 



195 



WO 02/059377 



PCT/US02/02242 



50 



1Q5091 


AA148859 Hs,179909 


hypothetical protein FLJ22995 


3.2 


32 


1 


3 


105143 


AI368636 Hs.24808 


ESTs, Weakly similar to 138022 hypoiheti 


7.3 


73 


1 


3.8 


105154 


AA307279 Hs.35947 


methyl-CpQ binding domain protein 4 


4.2 


90 


22 


2,8 


105162 


AL133033 Hs.4084 


KIAA1 025 protein 


6 


60 


6 


4.6 


105167 


AW612147 Hs.32058 


Homo sapiens C1orf19 mRNA, partial cds 


3.8 


38 


2 


3.2 


105178 


AA313825 Hs.21941 


AD036 protein 


9.3 


436 


47 


5.8 


105195 


AA975096 Hs.19522 


hypothetical protein PR02849 


5.7 


57 


8 


5,3 


105200 


AA328102 Hs.24641 


cyioskeleton associated protein 2 


4.5 


45 


1 


3.6 


1D5248 


AW952479 Hs.22826 


tropamodulin 3 (ubiquitous) 


4.3 


43 


1 


3,9 


105252 


AB039670 Hs.9728 


ALEX1 protein 


8 


80 


6 


7.3 


105253 


AW997484 Hs,50Q3 


KIAA0456 protein 


3.9 


39 


6 


3.2 


105280 


AA894638 Hs.14500 


ESTs 


3.5 


35 


7 


2.7 


105288 


N99S73 Hs.35B5 


ESTs, Weakly similar to AF126743 1 DNAJ 


4.5 


45 


10 


0.5 


105309 


AK000796 Hs.4104 


hypothetical proleln 


3.8 


93 


25 


7.5 


105329 


AA234561 Hs.22862 


ESTs 


2.8 


131 


47 


3.9 


105344 


AF1 51073 Hs.8645 


hypothetical protein 


3.9 


79 


20 


6.5 


105376 


AW994032 Hs.876B 


hypothetical protein FLJ10849 


5.1 


181 


36 


15.8 


105386 


AW500718 Hs.8115 


Homo sapiens, clone MGC:16169, mRNA, com 


4.1 


41 


2 


3.3 


105400 


AF198620 Hs.65648 


RNA binding motif protein 8A 


6.2 . 


62 


6 


5.6 


105426 


W20027 Hs.23439 


ESTs 


3.3 


206 


63 


2.2 


1D54B3 


AL1 37257 Hs.23458 


Homo sapiens cDNA: FU23015 fis, clone L 


3.2 


465 


146 


8,4 


105496 


AL117441 Hs.301997 


hypothetical protein FLJ 13033 


16.6 


166 


8 


12.7 


105500 


AW602166 Hs.222399 


CEGP1 protein 


25.4 


506 


20 


3 


105508 


M173942 Hs.326416 


. Homo sapiens mRNA; cDNA DKFZp5fi4H1916 


f9 


117 


13 


10.G 


105511 


AB037629 Hs.3862 


regulator of nonsense transcripts 2; DKF 


3.2 


32 


6 


1.5 


105516 


AK001259 Hs.30738 


hypothetical protein FU104O7 


8.3 


83 


3 


1.6 


105539 


AB0408B4 Hs.109694 


KIAA1451 protein 


3.5 


73 


21 


1,6 


105564 


BE616694 Hs.288042 


hypothetical protein FLJ 14299 


5.8 


336 


58 


2 


105610 


AA280072 Hs.99B72 


felal Alzheimer antigen 


3.2 


32 


1 




105616 


R35343 Hs.24966 


Human DNA sequence from clone RP1-233G16 4.8 


79 


17 


5.2 


105627 


AA281279 Hs.23317 


hypothetical protein FU14681 


4 


75 


19 


1,7 


105640 


AA001021 Hs.6685 


thyroid hormone receptor interactor 8 


4.5 


45 


1 


3.7 


105645 


AW294631 Hs.11325 


.ESTs 


3.6 


36 


1 


0.1 


105674 


AI609530 Hs.279789 


histone deaoetylase 3 


6.4 


64 


8 


6 


105687 


NM_014517Hs.2B423 


upstream binding protein 1 (LBP-1a) 


4.7 


152 


33 


5,3 


105691 


AI680737 Hs.289Q63 


Homo sapiens cDNA FLJ 11 918 fis, clone HE 


5.7 


57 


8 


4.1 


1D5730 


AW377314 Hs.5364 


DKFZP564I052 protein 


6.9 


69 


1 


4.4 


1D5731 


AA834664 Hs.29131 


nuclear receptor coactivator 2 


3.4 


34 


1 


3.1 


105743 


BE246502 HS.959B 


sema domain, immunoglobulin domain (Ig), 


3 


30 


10 


0.9 


105759 


AI123118 Hs.15159 


chemokine-like factor, alternatively spl 


5.4 


54 


1 


4.4 


105772 


H57111 Hs.221132 


ESTs 


5.3 


67 


13 


5.3 


1 05774 


AW369278 Hs.23412 


hypothetical protein FLJ20160 


4.9 


49 


1 


4.5 


105784 


W84446 Hs.223434 


hypothetical protein MGC4643 


3.3 


98 


30 


4,7 


105795 


AA878183 Hs.17443 


Homo sapiens cDMA FLJ13518 fis, clone PL 


3.2 


143 


46 


3.6 


105806 


AF206019 Hs.110347 


REV1 (yeast homolog)- like 


4 


40 


3 


3.2 


105807 


AA788946 Hs.16B69 


ESTs, Moderately similar to CA1 C RAT COL 


4.7 


747 


158 


5.7 


105823 


AI559444 Hs.293950 


ESTs 


3.9 


371 


94 


4.6 


105832 


AWB02282 Hs.22265 


pyruvate dehydrogenase phosphatase 


3.6 


68 


19 


6 


105840 


AA601518 Hs.22209 


secreted modular calcium-binding protein 


4.8 


134 


28 


3.2 


105851 


AI827976 Hs.24391 


hypothetical protein FLJ13612 


4.3 


772 


179 


1.7 


105864 


AI640775 Hs.28332 


Homo sapiens cDNA; FLJ21560 fis, clone C 


4.3 


43 


1 


3.7 


105870 


AW021691 HS.1010B7 


GCN5 (general control of amino-acld synt 


3.6 


36 


7 


3.1 


105875 


AK001708 Hs.32271 


hypothetical protein FU1D846 


3.4 


34 


8 


2.9 


105886 


AK001735 Hs.22983 


UDP-glucose:glyccproteinglutosyltransfe 


3.6 


45 


13 


1.3 


1C59C5 


N259B6 Hs.22380 


ESTs 


3.4 


34 


1 


1.5 


106012 


AI240665 HS.8B95 


ESTs 


21.2 


212 


6 


17,4 


106020 


AA043039 Hs.7670 


hypothetical protein 


3.9 


47 


12 


4.4 


106024 


AL122072 Hs.103804 


heterogeneous micfear ribonucleoprotein 


4.4 


174 


40 


1,6 


106034 


AW952D05 Hs.14928 . 


hypothetical protein FLJ 12903 


4.7 


47 


1 


4 


106036 


AA382267 Hs.10853 


ESTs 


3.4 


49 


15 


4.4 


106055 


AA417034 


gb;zu04f10.s1 SoaresJestis_NHT Homo sap 


3.5 


53 


15 


1.2 


106057 


BE614474 Hs.289074 


F-box only protein 22 


3.4 


116 


35 


2.2 


106060 


NW.001329KS.171391 


C-termlnal binding-protein 2 


3.6 


444 


125 


4.6 


106070 


T74445 Hs.5957 


Homo sapiens clone 24416 mRNA sequence 


3.6 


365 


103 


6.9 


106095 


AF115402 Ks.11713 


E74-like factor 5 (efs domain transcript 


26.3 


355 


14 


1 

2.3 


106096 


AW379378 Hs.170121 


protein tyrosine phosphatase, receptor! 


3.2 


267 


83 


106126 


AA576953 Hs.22972 


hypothetical protein FLJ 13352 


3.8 


38 


1 


3.3 



196 



WO 02/059377 



PCT/US02/02242 



30 



106155 AA425414 Hs.33287 
106157 W37943 Hs.34B92 
106198 AI244563 Hs.325531 
106236 AB040896 Hs.21104 
106286 AI765107 Hs.274422 
10629D AW961393 Hs.16364 
106310 R98185 Hs.17240 
106323 ABQQ7866 Hs.1 58249 
106330 AW977397 Hs.35560 
106383 AA447453 Hs.2786D 
106369 AW748420 Hs.6236 
106394 242993 Hs,25320 
106432 AK000310 Hs.17138 
106459 AA789081 Hs.4029 
106503 AB033042 Hs.29679 
106508 AI205785 Hs.30348 

106565 NM_014892Hs.2276D2 

106566 AA243837 Hs.57787 
106589 AK000933 Hs.28661 
106596 AA452379 Hs,293552 
106611 R49131 Hs.26267 
106628 AW188205 Hs.12311 
106650 AL049951 Hs.22370 
105683 BE296396 Hs.14512 
106698 N28524 Hs.29403 
106710 N38902 Hs.334437 
106717 AA600357 Hs.239489 
106747 NM_007118Hs.171957 
106834 AL0441B2 Hs.28070 
106646 AB037744 Hs.34892 
106868 BE1B5536 Hs.301133 
106882 AA149537 Hs.26994 
106893 AA83586B Hs.25253 



107008 
107014 
107032 
107056 



AF039023 Hs.167496 

AA1 34329 Hs.24170 

A1868648 Hs.22315 

AF216751 Hs.26813 

AA280722 Hs,24758 

AL157479 Hs.23740 



107102 
107109 
107136 
107151 
107217 
107222 
107240 
107248 
107295 
107299 
107316 



107727 
107B59 
107876 
107884 
107866 
107906 
107922 



AV650537 Hs.247309 
AW401864 Hs.18720 
AW3B5224 Hs.35198 
AL122043 Hs.19221 
AB037765 Hs.30652 
AA249096 Hs.32793 
AV661958 Ks.8207 
AW378065 Hs.8687 
AL080235 Hs.35861 
BE1 72058 HS.826B9 
AI290284 Hs.159872 
AW263124 Hs.315111 
AA186629 Hs.80120 
BE277457 Hs.30661 
T63174 Hs.193700 
T74445 Hs.5967 
AL042613 Hs.262476 
A1498986 Hs.60090 
A1530492 Hs.42743 
AA149707 Hs.173091 
AW32573 Hs.47584 
AW372451 Hs.61184 
AA054949 Hs.61307 
AA025782 Hs.61284 
AF087999 Hs.42826 
■ Hs.61460 



nuclear factor I/3 
KIAA1323 protein 

Homo sapiens done Q15M2 My015 pratei 
KIAA1463 protein 
hypothetical protein FLJ20550 
hypothetical protein FLJ10955 
ESTs 

KIAA0406 gene product 
ESTs 

Homo sapiens mRNA; cDNA UKFZp58SM0723 (f16 

Homo sapiens cDNA: FLJ21487 fis, clone C 4.S 

Homo sapiens clone 25142 mRNA sequence 3,1 

hypothetical protein FLJ20303 3.1 

glioma-amplified sequence-41 3.1 

cofactor required for Sol transcriptiona 5.5 

ESTs 4.4 

KIAA1116 protein 7.4 

ESTs 15. 

Homo sapiens cDNA FLJ 10071 (is, clone HE 3.8 

ESTs, Moderately similar to ALU7_HUMAN A 4.S 

ATP-dependant interferon response pratei - ;f 
Homo sapiens clone 23570 mRNA sequence 

Homo sapiens mRNA; cDNA DKFZp564O0122 (f5. 
DIPB protein 

hypothetical protein FLJ22060 

hypothetical protein MGC4248 -im 

TIA1 cytotoxic granule-associated RNA-bl 4.3 

triple functional domain (PTPRF interact 4.6 

KIAA0753 gene product 3.5 

KIAA1 323 protein S.4 

molecule possessing ankyrin repeats indn 3.3 

hypothetical protein FLJ2D477 3.8 

mannosidase, alpha, class 1A, member 1 4.3 

hypothetical protein FLJ1 1269 3.6 

RAM binding protein 6 4.5 

' i, clone 1MAGE:368539B, mRNA, 5.7 



6.7 
3.3 



3.3 
4.5 



3.8 



5.3 



3.6 210 



ESTs 
CDA14 

ESTs, Weakly similar to I38022 hypotheti 
KIAA1 598 protein 

gb:ae36h12.s1 Gessler Wilms lumor Homo 
succinate-CoA ligase, GDP-formlng, beta 
programmed cell death 8 (apoptosis-induc 



hypothetical protein DKFZp566G1424 3 

KIAA1344 protein 6 

ESTs 4 

GK001 protein 2 

ESTs 1 

DKFZP586E1621 protein 4 

tumor rejection antigen (gp96) 1 3 

ESTs 3 

nuclear receptor co-repressor/HDAC3 comp S 

UDP-N-acetyi-alpha-D-galactosamine:polyp 4 

hypothetical protein MGC46G6 1 
Homo sapiens mRNA; cDNA DKFZp5B6l0324 (f 3 

Homo sapiens clone 24416 mRNA sequence 3 

S-adenosylmethlonlne decarboxylase 1 5 

Homo sapiens cDNA FLJ 13595 fls, clone PL 3 

hypothetical protein 4 



potassium voltage-gated channel, delayed 
CGI-79 protein 



ESTs 

Ig superfamiiy receptor LNIR 



197 



WO 02/059377 



PC17US02/02242 



107994 


AA036B11 Hs.48469 


LIM domains containing 1 


4.5 


45 


1 


3.8 


108010 


AL121031 Hs.159971 


SWI/SNF related, matrix associated, acti 


6.5 


65 


2 


6 


108055 


AJ404672 Hs.334483 


hypothetical protein FLJ23571 


7,4 


74 


8 


6 


108063 


BE548479 Hs.14838 


hypothetical protein FLJ 10773 


3.4 


34 


1 


2.3 


108339 


AW151340 Hs.51615 


ESTs, Weakly similar to ALU7„HUMAN ALU S 


18.7 


187 


1 


17 


108467 


AI478658 Hs,94631 


brefeldin A-inhibited guanine nucleotide 


3.B 


3B 


1 


3.2 


108539 


AA084677 Hs.54558 


hypothetical protein FLJ22222 


5.7 


57 


1 


4.9 


108634 


AW022410 Hs.69507 


ESTs 


3,2 


32 


5 


1.7 


108647 


BE546947 Hs.44276 


homeo boxC10 


8,7 


247 


29 


5.7 


108695 


AB02S000 Hs.70823 


KIAA1077 protein 


3.7 


625 


168 


3.6 


108778 


AF133123 Hs.90847 


general transcription factor NIC, polyp 


3.7 


37 


1 


3.2 


108806 


AF070578 Hs.71168 


Homo sapiens done 24674 mRNA sequence 


3.4 


34 


1 


2.6 


10B807 


AI652236 Hs.49376 


hypothetical protein FU20644 


3.5 


35 


1 


3.2 


108810 


AW295647 Hs.71331 


hypothetical protein MGC5350 


5.3 


53 


1 


2,6 


108846 


AL1 17452 Hs.44155 


DKF2P586G1517 protein 


4,6 


9B 


20 


6.5 


108857 


AK00146B Hs.62180 


anlllin (Drosophila Scraps homolog), act 


5.4 


54 


1 

170 


4 

4.1 


108893 


BE276B91 Hs.1 94691 


retinoicacid Induced 3 


3,1 




108917 


AI3B0268 Hs.173648 


ESTs, Weakly similar to Zinofinger prat 


3.3 


33 


5 


1.7 


109010 


NMJ)07240Hs.44229 


dual specificity phosphatase 12 


3.4 


34 


1 


2,6 


109060 


BE062109 Hs.241551 


chloride channel, calcium activated, fam 


3.1 


31 


3 


2 


109101 


AW608930 Hs.52184 


hypothetical protein FLJ2061 8 


3.4 


71 


21 


2.4 


109112 


AW419196 Hs.257924 


hypothetical protein FLJ1 3762 


4.1 


334 


82 


3.4 


109124 


AK000684 Hs.1 63887 


hypothetical protein FU22 104 


3.3 


33 


1 


2.9 


109128 


K890B3 Hs.181915 


ESTs 


4 


40 


7 


1.1 


109160 


3E220601 Hs.301997 


hypothetical protein FU13033 


3.B 


233 


62 


3.8 


109166 


AA219691 Hs.73625 


RAB6 interacting, klnesln-like (rabkines 


8.8 


199 


23 


16.1 


109173 


AA1 79962 Hs.73643 


EST 


3.2 


32 


1 


2.2 


10917B 


AW97651S Hs.2B3707 


Homo sapiens cDNA: FLJ21354 lis, clone C 


3.2 


32 


10 


2.9 


109235 


AI3B1800 Ks.3006B4 


calcitonin gene-related peptide-receptor 


4.9 


121 


25 


10.4 


109273 


AA375752 Hs.82719 


Homo sapiens mRNA; cDNA DKFZp586F1 B22 (f 2.9 


114 


39 


9.9 


109292 


AW975746 Hs, 188662 


KIAA1702 protein 


7.1 


71 


1 


6.5 


109391 


AL096853 Hs.184245 


KIAA0929 protein Msx2 interacting nuclea 


6.9 


69 


5 


6.2 




R98881 Hs.109655 


sex comb on midleg (Drosophila)-iike 1 


3.3 


39 


12 


1,5 


109412 


BE543313 Hs.209473 


hypothetical protein FU10520 


4.2 


56 


14 


2.2 


109415 


U8073S Hs.1 10626 


trinucleotide repeat containing 9 


12.3 


123 




11.3 


109431 


AA87B923 tfs.2890B9 


hypothetical protein FLJ21 01 6 


3.2 


236 


91 


5.7 


109517 


AI631874 Hs.155140 


casein kinase 2, alpha 1 polypeptide 


8.3 


83 


8 


1.9 


109597 


AA989362 Hs.293780 


ESTs 


5.9 


59 


10 


4.2 


109729 


F10024 Hs.266740 


ESTs 


3.2 


41 


13 


3.3 


109795 


AA173942 Hs.326416 


Homo sapiens mRNA; cDNA DKFZp564H1916 (f 5.9 


208 


33 


1.8 


109799 


AW965076 Hs.1 60378 


hypothetical protein 669 


5 


50 


5 


4.1 


109683 


R58827 Hs.95011 


syntrophin, beta 1 {dystrophin-assoclate 


3.7 


37 




2 


109912 


AW390822 Hs.301528 


L-kynurenine/alpha-aminoadipateaminotra 


14.2 


142 


1 


9.5 


109937 


AI084Q66 Hs,20072 


myosin regulatory light chain interaciin 


4.1 


41 


7 


1,7 


109958 


AA001266 Hs.133521 


ESTs 


4.2 


53 


14 


0,8 




AI796320 Hs.10299 


Homo sapiens cDNA FLJ 13545 lis, clone PL 


3.2 


136 


43 


3,6 


110009 


BED75297 Hs.6614 


ESTs, Weakly similar to A43932 mucin 2 p 


6,3 


693 


110 


7,2 


110240 


AI66B594 Hs.176588 


ESTs, Weakly similar to CP4Y_HUMAN CYTOC 4.6 


913 


199 


2,9 


110369 


AK000768 Hs;107872 


hypothetical protein FLJ20761 


3.8 


38 


7 


2.8 


110426 


AI610702 Hs.28212 


ESTs, Weakly similar to TRHYJHUMAN TRICH 6.7 


78 


12 


3 


110478 


H11235 Hs.31034 


peroxisomal biogenesis factor 1 1A 


3.7 


37 




2.1 


110481 


AF075QB9 Hs.36823 


ESTs 


3.6 


36 


10 


2,5 


110581 


H61560 


gb:yr22g03.s1 Scares fetal liver spleen 


3.3 


33 




1.8 


110674 


AA071276 Hs.19469 


KIAA0859 protein 


3.5 


35 


8 


1.9 


110705 


AB007902 Hs.32168 


KIM0442 protein 


3.5 


282 


79 


1.7 


110721 


H97678 Hs.31319 


ESTs 


4.4 


103 


24 


3.8 


110731 


NM_014899Hs.16B006 


KIAA0B7B protein 


3.3 


138 


42 


3.6 


110769 


BE000831 HS.23B37 


Homo sapiens cDNA FLJ11812fiS, clone HE 


13.5 


135 




5.1 


110775 


N22414 


gb;yw39a07.s1 Weizmann Olfactory Epithe] 


5.4 


54 


1 


3.7 


110787 


AAB31267 Hs.12244 


hypotheScal protein FLJ20097 


4.7 


47 


4 


4.2 


110799 


AI0896S0 Hs,323401 


dpv-30-llke protein 


5 


50 




4.3 


110818 


AL1 57503 Hs,27552 


Homo sapiens mRNA; cDNA DKFZp586N2424 3.1 


31 


1 


2.7 


110839 


AF153330 Hs.30246 


solute earner family 19 {thiamine trans 


8.4 


84 


1 


5.3 


110844 


AI740792 Hs. 167531 


methylcrotonoyl-Coenzyme A carboxylase 2 


10.5 


105 


4 


7.1 


110854 


BE612992 Hs.27931 


hypothetical protein FLJ10607 similar to 


7.9 


79 


1 


6.2 


110BB2 


AW983705 Hs.3011B3 


molecule possessing ankyrin repeats lndu 


3.9 


353 


90 


1.2 


110908 


AI433165 Hs.9856 


ESTs 


3.1 


31 


1 


1.3 



198 



WO 02/059377 



PCT/US02/02242 



110915 BE092285 Hs.29724 


hypothetical protein FU13187 


20,9 


209 


1 


19.5 


11D930 BE242691 Hs.14947 


ESTs 


3.4 


115 


34 


2.4 


110970 Y19052 Hs.96870 


staufen (Drosophlla, RNA-binding protein 


3.5 


35 


9 


3.2 


111084 K44186 Hs.15456 


PDZ domain containing 1 


4,3 


43 


1 


2 


111125 N63B23 Hs.269115 


ESTs Moderat I, inilartoZ195_HUMANZ 


5.4 


54 


1 


4.3 


111132 AB037807 Hs.83293 


hypothetical protoin 


7.2 


72 


10 


6.1 


111164 N46180 Hs.122489 


Homo sapiens cDNA FLJ13289 fis, clone OV 


7.7 


77 


1 


S 


111179 AK000136 Hs.10760 


asporin (LRR class 1) 


25.1 




12 


6.7 


111184 AI815486 Hs.243901 


Homo sapiens cDNA FLJ20738 (is, clone HE 


3.9 


146 


37 


9.8 


11119Q AK002055 Hs.1 51 046 


hypothetical protein FLJ11 193 


S.3 


63 


1 


5.8 


111221 ABD37782 Hs.15119 


KIAA1361 protein 


3.7 


119 


33 


6,7 


111223 AA852773 Hs.334838 


KIAA1866 protein 


3.6 


402 


112 


4.9 


111229 AW389845 Hs.110855 


ESTs 


4.3 


43 


1 


1 


111234 AA9Q2656 Hs.21943 


NIF3 (Nggt Interacting factor 3, S.pombe 


3.3 


33 


1 


1.1 


111241 AA345644 Hs.288880 


PAN2 protein 


4.8 


61 


13 


5,6 


111345 AW263155 Hs,14559 


hypothetical protein FLJ 10540 


4.3 


43 


5 


2.2 


111353 W20090 Hs.6616 




4.1 


41 


1 


2,6 


111357 BE314949 Hs.87126 


hypofhetical protein FU23309 


3.8 


425 


111 


4 


111378 AW160993 Hs.326292 


hypothetical gene DKFZp434A1114 


4.3 


65 


15 


5,7 


111389 AK000987 Hs.169111 




3.4 


314 


Si 


2.4 


111540 UB2670 Hs.9786 


zinc finae r?roteln275 


3.5 


35 


1 


2.1 


111805 BE071382 Hs.279008 










9.6 


111884 AW502285 Hs.1 27235 


hypothetical protein FU12879 


3.2 


3/" 


12 


3.5 


111923 BE3B3234 Hs.25925 


Homo sapiens, clone MGC:15393, (tlRNA, com 


6.2 


62 


2 


5.9 


111929 AF027208 Hs.1 12360 


prominln (mouse)-like 1 


8.1 


328 


41 


1.7 


111942 R40576 Hs.21590 ' 


hypothetical protein DKFZp5B4Q0523 


4.2 


125 


30 


7.4 


111987 NM_0l5310Hs.6763 


KIAA0942 protein 


6.5 


65 


10 


1.5 


112092 R44538 


gb;yg29c02,s1 Scares infant brain 1MB H 


3.3 


33 


10 


2,3 


112134 R41823 Hs.7413 


ESTs; calsyntenin-2 


6.1 


185 


31 


6,6 


112197 NM_003S55Hs.5637 








145 


3,3 


112198 AI432672 Hs.288539 


hypo&ietlcal protein FLJ22191 


3.5 


40 


12 


2.5 


112244 ABO2900Q Hs.70823 


KIAA1077 protein 


5.7 


567 


100 


6.7 


112253 R51818 


gb:yg77h12,s1 Scares infant brain 1NIB H 


4 


70 


13 


6.8 


112269 R53734 Hs.25978 


ESTs, Weakly similar to 2109260A B ceil 


37 


37 


1 


3 


112275 AW972635 Hs.301904 


hypothetical protein FLJ12671 


4.3 


45 


11 


4,4 


112280 M863360 Hs,26040 


ESTs, Weakly similar to fatty acid omega 


2.8 


751 


270 


1.3 


1123Q5 AK000914 Hs,26244 


hypothetical protein FLJ10052 


3.5 


41 


12 


3.7 


112483 AWSS9785 Hs.2858B5 


Homo sapiens cDMA FLJ 1 1 321 fis, clone PL 


4,2 


42 


6 


3.6 


112513 R6B425 Hs, 13809 


hypothetical protein FLJ 10648 


4.7 


54 


12 


4.5 


112571 M412205 Hs.140996 




4.8 


48 


2 


3.4 


112971 242387 Hs.83883 


transmembrane, prostate androgen induced 


4.5 


390 


87 


5.3 


113023 AL1 34324 Hs.7312 


ESTs 


3.2 


99 


31 


3.1 


113047 AI571940 Hs.7549 


ESTs 


9.6 


124 


13 


9 


113073 N39342 Hs. 103042 






91 




3,3 


113083 AA2B3057 Hs.266957 


hypothetical protein FLJ 14281 


6.5 


65 


6 


4.8 


113287 T6BB47 Hs.194040 


ESTs, Weakly similar to I38022 hypolhei! 


3,5 


35 


1 


1.4 


113296 AW449560 Hs.89576 




3.5 


35 


4 


3.3 


113523 A1791905 Hs.95549 


hypothetical protein 


7.6 


76 


1 


4.2 


113604 A1Q75407 Hs.296083 




3.1 


453 


148 


7 


113617 A1B69372 Hs.17207 


Homo sapiens cDNA FU1 1922 fis, clone HE 


3.6 


36 


4 


2.6 


113702 T97307 




12,3 


129 


(1 


11.7 


113783 AL359588 Hs.7041 


hypothetical protein DKFZp762B226 


4.6 


46 


4 


4.3 


113791 A126909B Hs.135578 




3.6 


36 


1 


1.2 


113794 T62849 Hs.1 1090 


membrane-spanning 4-domains, subfamily A 


3.3 


744 


2?7 


2.5 


113804 BE247683 Hs.1 4611 


duo! specificity phosphatase 11 (RNA/RNP 


3.3 


180 


54 


2.1 


113808 W44735 Hs.9286 


Homo sapiens cDNA: FLJ21278 fis, clone C 


5.1 


51 


5 


4J 


113847 NMJ05032Hs.4114 


plastin3{T!sofDrm) 


3.2 


23B 


75 


2,1 


113849 M457211 Hs.8858 


bromodomain adjacent to zinc finger doma 


4.3 


43 




3.6 


113867 AW002834 Hs.24095 


ESTs 


6.1 


110 


18 


10.2 


113886 W76027 Hs,23920 


hypothetical protein FLJ1 1105 


4 


46 


12 


4 


113923 AW953484 HS.3B49 


hypothetical protein FLJ22041 similar to 


3.7 


239 


65 


3.6 


113936 W17055 Hs.83623 


nuclear receptor subfamily 1, group I, m 


4.3 


619 


191 


1.2 


113950 AI267652 Hs.30504 


Homo sapiens mRNA; cDNA DKFZp434E082 (f 


10.7 


123 


12 


7 


114030 AIB25386 Hs.164478 


hypothetical protein FLJ21939 sirnllarto 


4.4 


44 


6 


2.3 


114051 AB026436 Hs.177534 


dual specificity phosphatase 10 


4.5 


45 


4 


2.6 


114057 AF116653 Hs.34192 


Homo sapiens PRO0323 mRNA, complete cds 


3.5 


35 


6 


3.2 


114082 AK001612 Hs.26962 


Homo sapiens cDNA FLJ10750 fis, clone NT 


3.1 


31 


5 


1.5 



199 



